
IMGVR_UViG_2744055167_000001|2744055167|2744120902: 22,952-30,723 (+)

27 toxin (CDS_0028)
HTH DNA binding protein (CDS_0029)

30 31 32 33 34 35 36 37 38

TemPhD_cluster_59535: 22,952-30,261 (+)

32

IMGVR_UViG_3300045988_153230|3300045988|Ga0495776_028278: 24,432-32,514 (+)

toxin (CDS_0030) 35 38

IMGVR_UViG_2698536573_000002|2698536573|2698570673: 20,720-28,693 (+)

31

TemPhD_cluster_35863_: 25,096-32,965 (+)

35

TemPhD_cluster_47743: 22,850-31,186 (+)

31 transposase (CDS_0032)

TemPhD_cluster_59019: 24,171-32,845 (+)

34 36 41

TemPhD_cluster_40287: 23,568-31,590 (+)

33

Ma_2019_SRR1778455_NODE_250_length_47689_cov_23.373536: 23,352-30,234 (+)

26 31

TemPhD_cluster_27612: 23,352-30,915 (+)

3233 34

IMGVR_UViG_2563366956_000010|2563366956|2563398930: 24,923-29,787 (+)

33 35

IMGVR_UViG_2563366958_000018|2563366958|2563399109|33032-85208: 24,923-35,474 (+)

34 transposase (CDS_0038)

IMGVR_UViG_2740892231_000005|2740892231|2740960188: 24,087-31,891 (+)

33

IMGVR_UViG_2563366874_000006|2563366874|2563394604: 23,355-30,482 (+)

31

TemPhD_cluster_58768: 24,923-32,762 (+)

33 transposase (CDS_0038)

IMGVR_UViG_2639762987_000003|2639762987|2639817714: 23,352-30,976 (+)

31 33

MGV-GENOME-0301189: 21,308-29,597 (+)

30

IMGVR_UViG_2740892219_000006|2740892219|2740959034: 19,516-28,087 (+)

24 29

IMGVR_UViG_2537561933_000007|2537561933|2537609812: 20,704-28,665 (+)

29

TemPhD_cluster_59490: 21,731-29,694 (+)

30 35

MGV-GENOME-0307091: 22,431-30,330 (+)

32 38

TemPhD_cluster_21610: 21,731-29,435 (+)

28 31

uvig_214762: 21,731-29,435 (+)

30

TemPhD_cluster_28962: 22,736-31,096 (+)

32 33

TemPhD_cluster_35021: 23,265-31,283 (+)

32 33 35

IMGVR_UViG_2563366838_000005|2563366838|2563392876: 21,017-30,655 (+)

30 32

TemPhD_cluster_58628: 24,206-34,764 (+)

33 35 36 37 38 39

TemPhD_cluster_29182: 24,456-32,119 (+)

34 35 36

TemPhD_cluster_59119: 23,676-32,408 (+)

transposase (CDS_0033)
cas12f2_V-F_3 (CDS_0034) 35

TemPhD_cluster_61186: 23,947-31,370 (+)

33 34

4000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)


