
TemPhD_cluster_47469_: 39,773-48,539 (+)

holin
endolysin (CDS_0058)
Rz-like spanin (CDS_0059)

MTase_II_00048 Type (CDS_0060)

61 62 63 64 65
ParB-like partition protein (CDS_0066)

67 minor tail protein (CDS_0068)
ParB-like partition nuclease (CDS_0069)

terminase small subunit (CDS_0070)

TemPhD_cluster_14594: 30,204-38,973 (+)

47 49

TemPhD_cluster_40559: 37,939-46,166 (+)

56 63

IMGVR_UViG_2627853910_000001|2627853910|2627898948: 37,121-46,172 (+)

holin (CDS_0056) 63 64

uvig_53828: 40,037-48,629 (+)

63 65

IMGVR_UViG_2778261458_000002|2778261458|2778311971: 38,757-47,326 (+)

62

MGV-GENOME-0222935: 23,462-32,054 (+)

41 45

Ma_2019_SRR1778455_NODE_250_length_47689_cov_23.373536: 39,130-47,684 (+)

63

TemPhD_cluster_31499: 40,173-48,789 (+)

63 65

TemPhD_cluster_59040: 39,696-48,898 (+)

holin (CDS_0055) 61 62

IMGVR_UViG_2913186981_000002|2913186981|2913186994: 37,430-46,381 (+)

MTase_II_00048 Type (CDS_0059) 65

TemPhD_cluster_29029: 39,279-48,236 (+)

63

TemPhD_cluster_40449: 38,227-46,904 (+)

62

MGV-GENOME-0301189: 38,165-46,964 (+)

63

IMGVR_UViG_2737471829_000005|2737471829|2737497565: 35,743-44,540 (+)

58

IMGVR_UViG_2802429253_000004|2802429253|2802452538: 39,949-48,936 (+)

66

TemPhD_cluster_28962: 39,940-49,094 (+)

61 62 66

TemPhD_cluster_59119: 39,845-48,626 (+)

64 65 66

IMGVR_UViG_2630968533_000001|2630968533|2631001869: 38,773-47,555 (+)

62 63 64

uvig_224040: 36,969-45,842 (+)

58 59 60 61

TemPhD_cluster_34857: 38,078-49,159 (+)

51 52 53 54 59
MTase_II_00048 Type (CDS_0060)

61 62 63 65

TemPhD_cluster_47150: 38,251-49,139 (+)

53 59
MTase_II_00048 Type (CDS_0060)

61 62 63

TemPhD_cluster_34901: 39,862-48,898 (+)

61
MTase_II_00048 Type (CDS_0062)

63 64 65

TemPhD_cluster_23302: 39,290-48,327 (+)

MTase_II_00048 Type (CDS_0059)
60 61 62

IMGVR_UViG_2740892219_000006|2740892219|2740959034: 36,991-45,852 (+)

MTase_II_00048 Type (CDS_0058)
59 60 61

TemPhD_cluster_31519: 40,094-48,598 (+); 1-1,857 (+)

terminase large subunit (CDS_0001)65 ParB-like partition protein (CDS_0066)

IMGVR_UViG_2537561933_000007|2537561933|2537609812: 38,015-46,520 (+)

62 63

IMGVR_UViG_2563366838_000005|2563366838|2563392876: 40,460-48,520 (+); 1-2,108 (+)

head-tail adaptor (CDS_0002)67 68

TemPhD_cluster_39821_: 39,450-49,960 (+); 1-1,857 (+)

67

ParB-like partition nuclease (CDS_0068)

transposase (CDS_0069)
cas12f2_V-F_3 (CDS_0070)

71

TemPhD_cluster_47906: 39,328-47,025 (+); 1-2,108 (+)

66 67

TemPhD_cluster_35863_: 35,526-42,806 (+)

Holliday junction resolvase (CDS_0047)
48 53

MGV-GENOME-0220084: 25,526-31,561 (+)

45

TemPhD_cluster_20234: 39,174-45,903 (+)

59 60 61

4000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA


