
MGV-GENOME-0289659: 1-6,913 (+)

replicative helicase-primase (CDS_0001) 2 3 4 5 6 7 8 9
holin (CDS_0010)

holin (CDS_0011)

endolysin (CDS_0012)

13 terminase (CDS_0014)

uvig_575428: 1-7,287 (+)

2 3 4 5 10 11

uvig_536429: 43,051-44,445 (+); 1-7,375 (+)

3 4 5 6 7 DNA repair exonuclease (CDS_0013)56 57 transposase (CDS_0058)

MGV-GENOME-0227700: 1-7,375 (+)

3 4 5 6 7

NC_028901.1: 1-7,319 (+)

3 4 5 10

uvig_581327: 1-7,095 (+)

2 4 5 6

SAMN04262593_a1_ct6728_vs1: 1-7,326 (+)

3 4 5 11 12

NC_027383.1: 1-6,981 (+)

3 4 5 6

NC_016566.1: 1-7,007 (+)

2 4 5 6

NC_024783.1: 1-7,472 (+)

3 4 5 6 12

FJ750948.2: 1-7,513 (+)

3 4 5 6

uvig_586956: 43,042-44,623 (+); 1-6,915 (+)

3 4 5 6

NC_031113.1: 42,965-44,513 (+); 1-6,971 (+)

3 4 5 6

JX865427.2: 1-7,067 (+)

2 4 5 6 7

NC_013600.1: 1-5,488 (+)

2 4 5

NC_019724.1: 1-5,625 (+)

2 4

TemPhD_cluster_60127: 41,686-44,892 (+); 1-5,714 (+)

2 4exonuclease (CDS_0056) 57

uvig_584380: 40,415-43,708 (+); 1-7,505 (+)

3 4 5transposase (CDS_0052)

uvig_583561: 40,677-43,951 (+); 1-7,347 (+)

3 9

uvig_590524: 42,703-44,147 (+); 1-7,058 (+)

2 4

SAMN09781703_a1_ct1010: 1-6,376 (+)

2 4

SAMN10080899_a1_ct17737_vs1: 1-7,135 (+)

2 5

MGV-GENOME-0294076: 43,618-45,178 (+); 1-7,804 (+)

3 4

TemPhD_cluster_40849: 35,145-44,853 (+)

48 49

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis unknown function


