Lar-like restriction alleviation protein (CDS_0049)

endonuclease (CDS_0050) Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0055)
DNA methyltransferase (CDS_0047) DNA polymerase (CDS_0052)
46 48 | 51 anti-TA (APIS117) (CDS_0053) 54 56 exonuclease (CDS_0057) 58 59
e 0
NC_027383.1: 34,770-43,443 (+)

anti-TA (APIS117) (CDS_0036)

MGV-GENOME-0293293:27,140-35,672 (+)
DNA methyltransferase
DNA ligase (CDS_0042) 45 DNA polymerase (CDS_0048)

e/ 7§’ > e e ey A
NC_016566.1:33,323-42,641 (+)

50 anti-TA (APIS117) (CDS_0051) 54

NC_031081.1:34,638-43,606 (+)

48 DNA polymerase (CDS_0049)

DNA polymerase (CDS_0049)

NC_031113.1:33,882-43,216 (+)

NC_019724.1:33,689-42,419 (+)
42 DNA polymerase (CDS_0045)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function anti-defence (dbAPIS)
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