HEase_00016 homing (CDS_0041)

DNA primase (CDS_0036) HNH endonuclease (CDS_0039) PhoH-like phosphate starvation-inducible (CDS_0045)
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IMGVR_UViG_3300008060_000003|3300008060]|Ga0114177_100375: 26,142-37,844 (+)
HEase_00016 homing (CDS_0035) PhoH-like phosphate starvation-inducible (CDS_0038)
28 HNH endonuclease (CDS_0033) 36 37 39

I
IMGVR_UViG_3300007641_000017|3300007641|Ga0105527_100538:21,521-32,727 (+)
RM _Type_Il_Type_|ll_MTases_FAM_1 (CDS_0042) 47

MGV-GENOME-0300414: 24,961-35,381 (+)
HEase_00016 homing (CDS_0046)47 48 49 50 51 54 55
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IMGVR_UViG_3300045988_066209|3300045988|Ga0495776_008736:28,270-39,594 (+)

HEase_00016 homing (CDS_0045)
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MGV-GENOME-4425128:28,151-39,551 (+)

45 49

MGV-GENOME-0316176:27,711-37,951 (+)
DNA polymerase (CDS_0045)
HEase_00016 homing (CDS_0044) 46 47

MGV-GENOME-0314445: 28,163-38,985 (+)
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DNA polymerase (CDS_0045) 46

MGV-GENOME-0304370: 23,693-34,262 (+)
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MGV-GENOME-0311809: 28,036-38,075 (+)

HEase_00016 homing (CDS_0044) DNA ligase (CDS_0058)
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uvig 274828:24,348-37,824 (+)
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IMGVR_UViG_3300029519_000003|3300029519|Ga0244840_100478:25,962-35,538 (+)
nucleotide kinase (CDS_0039)
PhoH-Mosphate starvation-inducible (CDS_0040)
HEase_00016 homing (CDS_0037)38 \ \ 41 43

uvig_237258:20,083-31,649 (+)
45 46 47 PhoH-like phosphate starvation-inducible (CDS_0048) 54

IMGVR_UViG_3300045988 063363|3300045988|Ga0495776_114217:28,952-41,275 (+)
HEase_00016 homing (CDS_0046)
44 45 47 48 Lar anti-RM (APIS033) (CDS_0054)
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uvig 150772:26,071-37,809 (+)
HEase_00016 homing (CDS_0046)
44 DNA polymerase (CDS_0045) 47 UvsX-like recombinase (CDS_0048) 54 55 56

MGV-GENOME-0295178:26,071-37,930 (+)
DNA polymerase (CDS_0046) 47 UvsX-like recombinase (CDS_0048)
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MGV-GENOME-0305637: 28,888-40,069 (+)

UvsX-like recombinase (CDS_0048)
RM _Type_lI_Type_ll_MTases_FAM_1 (CDS_0044) DNA polymerase (CDS_0045) 46 47 49
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MGV-GENOME-0310384: 26,217-38,403 (+)

nucleotide kinase (CDS_0045)
DNA polymerase (CDS_0043) 44 46
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uvig_238445: 25,625-37,582 (+)
DNA polymerase (CDS_0043) 44 UvsX-like recombinase (CDS_0045)

SAMNO0792095_al ct80571 vs1:25,592-35,709 (+)
5000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
I




