
IMGVR_UViG_3300045988_101433|3300045988|Ga0495776_028264: 1-8,059 (+)

terminase large subunit (CDS_0001)
2 3 4 5

holin (CDS_0006)
amidase (CDS_0007) 8 head morphogenesis (CDS_0009)

uvig_156413: 1,428-8,059 (+)

3 4

SRS077323_a1_ct14406: 1-7,638 (+)

HNH endonuclease (CDS_0002)
4 5

SAMN10080907_a1_ct2194: 1-6,446 (+)

3 8

IMGVR_UViG_3300045988_112127|3300045988|Ga0495776_010700: 46,353-49,465 (+); 1-7,626 (+)

3 475 76

ParB-like partition nuclease (CDS_0077)

78 79
tRNA-Gln(TTG)

80

Kang_0057_ST001_N_NODE_41_length_50950_cov_300.984969: 50,555-50,950 (+); 1-8,584 (+)

3 4

MGV-GENOME-0312467: 50,287-50,834 (+); 1-5,266 (+)

endolysin (CDS_0005)89

uvig_153615: 50,335-50,729 (+); 1-7,847 (+)

3 4 5 6

SAMEA2737816_a1_ct29738: 1-8,743 (+)

1 2 3 5 6

SAMN00792095_a1_ct80571_vs1: 1-8,314 (+)

3 tail protein (CDS_0004)
holin (CDS_0006)

endolysin (CDS_0007)

IMGVR_UViG_3300007641_000017|3300007641|Ga0105527_100538: 61-8,419 (+)

4

MGV-GENOME-0310384: 1-8,463 (+)

4

MGV-GENOME-0295178: 1-8,905 (+)

4 5

MGV-GENOME-4425128: 1-9,499 (+)

5

MGV-GENOME-0300414: 1-9,356 (+)

5

MGV-GENOME-0314445: 1-9,768 (+)

4 5

uvig_143161: 1-10,185 (+)

4 5 6

MGV-GENOME-0316176: 1-10,130 (+)

4 5

MGV-GENOME-0311809: 1-10,126 (+)

2 3 7

MGV-GENOME-0305637: 1-10,553 (+)

6 11

IMGVR_UViG_3300045988_066211|3300045988|Ga0495776_010269: 47,514-50,539 (+); 1-8,359 (+)

470
ParB-like partition nuclease (CDS_0071)

73 74

MGV-GENOME-0315445: 48,786-52,100 (+); 1-8,395 (+)

4
ParB-like partition nuclease (CDS_0078)

79 80 81

uvig_234061: 1-8,892 (+)

4 10

MGV-GENOME-0316616: 1-12,295 (+)

5 virion structural protein (CDS_0006)

MGV-GENOME-0315839: 1-11,651 (+)

5 6 7

IMGVR_UViG_3300045988_063363|3300045988|Ga0495776_114217: 1-11,222 (+)

5 6 7

IMGVR_UViG_3300029519_000003|3300029519|Ga0244840_100478: 1-7,820 (+)

4 5 6

uvig_238445: 1-8,521 (+)

2 5 6

4000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis tail unknown function tRNA


