
MGV-GENOME-0300414: 42,271-46,616 (+)

66 67 68 69 70 71

ParB-like partition nuclease (CDS_0072)

73 74 75
tRNA-Gln(TTG)

76 77

uvig_237258: 39,588-44,271 (+)

68
ParB-like partition nuclease (CDS_0069)

70 71 72

MGV-GENOME-0304370: 42,623-47,818 (+)

ParB-like partition nuclease (CDS_0073) 74 75 76 77 78

IMGVR_UViG_3300045988_063363|3300045988|Ga0495776_114217: 46,506-52,156 (+)

ParB-like partition nuclease (CDS_0074) 75
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0076)

77 78 79 80

MGV-GENOME-0316616: 47,247-52,400 (+)

ParB-like partition nuclease (CDS_0074)
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0075)

76 77 78 79

MGV-GENOME-0311590: 43,895-50,498 (+); 1-4,629 (+)

terminase large subunit (CDS_0001)
2 3 4 5 holin (CDS_0006)70

ParB-like partition nuclease (CDS_0071)
72 73 74 75 76 77 78

SAMN00792095_a1_ct80571_vs1: 43,800-50,283 (+)

70
ParB-like partition nuclease (CDS_0071)

72 73 74 75 76 77 78

IMGVR_UViG_3300045988_055792|3300045988|Ga0495776_000556: 46,095-51,648 (+); 1-6,067 (+)

4 5ParB-like partition nuclease (CDS_0076) 77 78 79 80 81

MGV-GENOME-0314445: 46,095-51,648 (+); 1-6,067 (+)

ParB-like partition nuclease (CDS_0076) 77 78 79 80 81

MGV-GENOME-0315445: 46,904-52,100 (+); 1-4,634 (+)

ParB-like partition nuclease (CDS_0078)
79 80 81

MGV-GENOME-0311809: 45,261-50,582 (+); 1-6,219 (+)

2 3 4 7ParB-like partition nuclease (CDS_0075)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0076)

77 78

IMGVR_UViG_3300045988_066209|3300045988|Ga0495776_008736: 45,050-50,665 (+); 1-5,805 (+)

5ParB-like partition nuclease (CDS_0075) 76 77 78 79

MGV-GENOME-4425128: 45,007-50,502 (+)

ParB-like partition protein (CDS_0075) 76 77 78 79

MGV-GENOME-0295178: 39,701-45,282 (+)

ParB-like partition nuclease (CDS_0065) 66 67 68 69 70

uvig_234061: 43,445-50,061 (+); 1-5,745 (+)

4
holin (CDS_0006)

endolysin (CDS_0007)74
ParB-like partition nuclease (CDS_0075)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0076)

77 78 79 80 81 82

MGV-GENOME-0310384: 43,445-50,061 (+); 1-4,777 (+)

74
ParB-like partition nuclease (CDS_0075)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0076)

77 78 79 80 81 82

uvig_143161: 45,948-52,369 (+); 1-6,498 (+)

4 5 676
ParB-like partition nuclease (CDS_0077)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0078)

79 80 81 82 83

MGV-GENOME-0316176: 45,992-52,413 (+); 1-6,443 (+)

75
ParB-like partition nuclease (CDS_0076)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0077)

78 79 80 81 82

uvig_238445: 42,268-48,015 (+); 1-5,375 (+)

2 671
ParB-like partition nuclease (CDS_0072)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0073)

74 75 76

MGV-GENOME-0310371: 44,218-50,059 (+); 1-1,679 (+)

64 Rnase H (CDS_0065) 69
ParB-like partition nuclease (CDS_0071)

72 73 74 75

5000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function defence (DefenseFinder) tRNA


