DNA methyltransferase (CDS_0051)
48 49 MTase_l1_00110 Type (CDS_0050) 52 53 54 55 56 57 58 59 60 61

MGV-GENOME-0307764:30,717-35,075 (+)
43 48

e ————————————
IMGVR_UViG_3300045988_141666|3300045988|Ga0495776_064464:25,607-29,964 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0054)
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uvig_191894:35,356-39,898 (+)
35 40 43 unknown function (CDS_0047)
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uvig 411412:17,576-22,723 (+)
39

MGV-GENOME-0215461:22,040-27,143 (+)

IMGVR_UViG_3300045988_118754|3300045988|Ga0495776_061886: 24,447-29,552 (+)
67 71 72

uvig 596318:56,136-60,835 (+)
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