
MGV-GENOME-0357078: 28,897-55,947 (+)
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cysH_IV-B_1 (CDS_0033)
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RNA ligase (CDS_0038)
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48

49
50

51

5253
54

55
56

57
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uvig_571552: 28,896-42,185 (+)
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MGV-GENOME-0358887: 28,896-60,404 (+)
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DNA methyltransferase (CDS_0033)
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35
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MGV-GENOME-0347379: 15,217-45,796 (+)
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DNA methyltransferase (CDS_0022)
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24

cysH_IV-B_1 (CDS_0025)
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polynucleotide kinase (CDS_0027)
anti-type III (APIS103) (CDS_0028)
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RNA ligase (CDS_0030)
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RNA-binding protein (CDS_0032)
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capH (CDS_0037)
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uvig_170945: 28,897-66,246 (+)
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NAD synthetase (CDS_0040)
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anti-NARP (APIS138) (CDS_0042)
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cysH_IV-B_1 (CDS_0045)

46
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anti-type III (APIS103) (CDS_0048)
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SspA_00001 SspA (CDS_0050)
RNA-binding protein (CDS_0051)
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MGV-GENOME-0360944: 28,897-64,817 (+)

31 32
33
34

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0035)
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MGV-GENOME-0362260: 28,896-65,023 (+)
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43
44
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RNA-binding protein (CDS_0048)
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uvig_191946: 28,896-68,677 (+)
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RNA-binding protein (CDS_0054)
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uvig_34554: 28,896-61,407 (+)
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MGV-GENOME-0361068: 28,896-60,523 (+)
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MGV-GENOME-0356218: 28,897-56,466 (+)
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RNA-binding protein (CDS_0037)
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uvig_245503: 28,897-68,566 (+)
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51

SspA_00001 SspA (CDS_0052)
RNA-binding protein (CDS_0053)
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MGV-GENOME-0364886: 28,900-63,766 (+)
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capH (CDS_0055)

56

helicase (CDS_0057)
58

59
60

61

6263

MGV-GENOME-0358499: 28,896-57,144 (+)
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Arc-like repressor (CDS_0031)
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MGV-GENOME-0366629: 28,898-70,740 (+)
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MGV-GENOME-0363496: 28,898-66,334 (+)
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uvig_128806: 28,896-88,278 (+)

30

Arc-like repressor (CDS_0031)

32 33 34
35

36

37
38

39

endolysin (CDS_0040)

41
42

43
44

45 4647 48

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0049)

recD_IV-D_1 (CDS_0050)
51 52

53
54

55
56

57
58

59

LigA (VF1220) (CDS_0060)

61
62

63
64

65

partition protein (CDS_0066)

67
68

Retron_VI__HTH (CDS_0069)
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RNA-binding protein (CDS_0081)
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uvig_200794: 28,897-84,610 (+)
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75
76
77

78 79 80
capH (CDS_0081)

82

helicase (CDS_0083)
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MGV-GENOME-0348649: 28,897-46,628 (+)
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uvig_219648: 28,901-40,120 (+)
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thymidylate kinase (CDS_0031)
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ABC transporter (CDS_0035)
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DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA


