CTXphi Zot-like toxin (CDS_0005)
1 integrase (CDS_0002) 3 Ace (VF0130) (CDS_0006)

\MGVR UVlG 2511231183 OOOOOl|2511231183\2511244657|4757935 -4768822:123-4,696 (+)

\MGVR UViG_2579778953 OOOOOl|2579778953\2579834311|1220737 1231108:113-5,175 (+)

\MGVR UViG_2684623235 000001|2684623235\2684693396|4870915 -4882658:161-4,514 (+)

IMGVR UViG_2671180784 OOOOOl|2671180784\2671276924|1575921 1588774:8,369-12,737 (-)

IMGVR_UViG_2579778799 OOOOOl|2579778799\2579817281|1287665 1297931:150-4,518 (+)
17

e I | ]
IMGVR_UViG_2734482519 _000001|2734482519|2734655167|428-11066: 5,807-10,596 (-)
17

I I N [ e
IMGVR_UViG_2606217733_000001|2606217733|2606249023|58312-68462: 5,505-10,028 (-)
PfiAT__PfiA (CDS_0003)
1  PfiAT_PfiT (CDS_0002)

— - ¥ 1
IMGVR_UViG_2574180134_000001|2574180134|2574212630|170146-185404: 1-6,164 (+)
PfiAT__PfiT (CDS_0017)

18 PfiAT__PfiA (CDS_0016)

- EEEEE 0 e R R

IMGVR_UViG_2551306212_000001|2551306212|2551364921|25191-37066: 6,442-11,876 (-)
PfiAT__PfiA (CDS_0018)

20 PfiAT__PfiT (CDS_0019)

—— e "} |
IMGVR_UVIG_2563366717_000002|2563366717|2563370253|426715-440742:7,521-14,028 (-)

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0023) excisionase and transcriptional regulator (CDS_0019)
24

e e —
IMGVR_UViG_2507262019_000001|2507262019|2507271754[10680-27242:4,703-16,563 (-)
integrase (CDS_0017) 13 11

& | —————————— | | ————————
IMGVR_UViG_2700989384_000004|2700989384|2701045787|367581-378835:5,937-11,254 (-)
5 8 9 10

e e eeer——re—ee————eceeee w1 ——— — 1 | —— ]

IMGVR_UViG_2597490142_000002|2597490142|2597521987|1445578-1456386: 3-6,005 (+)
transposase (CDS_0002)

1 3 tRNA-Sup(TCA)

——— N E—
\MG\/RﬁU\/iG725797788977000025|2579778897\2-579829621: 3-6,857 (+)
k 4000 nt i

integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)
I

PfiAT__PfiA (CDS_0016)

DNA methyltransferase (CDS_0022) 21 20 T 18 PfiAT__PfiT (CDS_0017)

virulence (VFDB)

tRNA
—




