retron_type_VI_hth_cluster2_1 (CDS_0061)

transcriptional regulator (CDS_0055) T B
Retron_VI_I-Ll'ﬂ ‘(CDS_0060)
transcriptional regulator (CDS_0054) mads_1(CDS_0058)
52 53 | 56 57 159 || 62 63 64 65 66
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uvig 204626:44,586-51,894 (+)
transcriptional regulator (CDS_0041)
Retron_VI_HTH (CDS_0047)
42 mads_1(CDS_0045)
39 40 [43 44 ] | 48

MGV-GENOME- 0322857 30, 730 37, 864( )
transcriptional regulator (CDS_0040)
transcriptional regulator (CDS_0039) Retron_VI__HTH (CDS_0044)

38 | 41 42 43 | 45 retron_type_VI_hth_cluster2_1(CDS_0048)
N -_— O 0 DO I N —
MGV-GENOME 0332014: 31,3/4-39,.899 (1)
transcriptional regulator (CDS_0026)
transcriptional regulator (CDS_0025) Retron_VI__HTH (CDS_0030)
16  minor head protein (CDS_0017) 18 19 2021 24 | 27 28 29 | 31

MGV-GENOME-0297468: 14,501-28,430 (+)
transcriptional regulator (CDS_0026)
23 24 25 Retron_VI_HTH (CDS_0027)

MGV-GENOME-0306143: 14,501-27,610 (+)
transcriptional regulator (CDS_0023)
21 22 Retron_VI__HTH (CDS_0024)

MGV-GENOME-0285580: 14,501-25,740 (+)
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IMGVR_UViG_3300045988_178448|3300045988|Ga0495776_113222: 1,248-6,973 (+)
retron_type_VI_hth_cluster2_1 (CDS_0031)
Retron_VI_HTH'(CDS_0030)
24 26 27 28 || Retron.VI_HTH (CDS_0032)

I
MGV-GENOME- 0309374 20 322-27,736 (+)
transcriptional regulator (CDS_0006)
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484 (+)
40 41 42 43

IMGVR_UViG_3300045988_174998|3300045988|Ga0495776_026573:32,011-37,953 (+)
head protein (CDS_0015) 20 21 22 23

MGV-GENOME-0273231:18,692-22,910 (+)

retron_type_VI_hth_cluster2_1 (CDS_0044)
38 39 40 41 45 anti-repressor (CDS_0046)

IMGVR_UViG_3300045988_181938|3300045988|Ga0495776_130310: 30,539-37,370 (+)

I 5000 nt {
head and packaging integration and excision transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)




