
MGV-GENOME-0309374: 13,246-24,689 (+)

14

head protein (CDS_0015)

16
minor head protein (CDS_0017)

18 19 20

RelE-like toxin (CDS_0021)

22 2324
25

26 27
28

29

MGV-GENOME-0306143: 13,174-25,458 (+)

19 20
transcriptional regulator (CDS_0026)

Retron_VI__HTH (CDS_0027)

MGV-GENOME-0297468: 13,174-21,846 (+)

19
20

21

MGV-GENOME-0304648: 13,172-22,680 (+)

19 20 21

MGV-GENOME-0303510: 13,174-22,139 (+)

19 20
RelE-like toxin (CDS_0021)

uvig_87764: 13,174-33,284 (+)

19 20 21
translation elongation factor (CDS_0022)

23 24 25 26 27
28

29 30

RelE-like toxin (CDS_0031)

34

IMGVR_UViG_3300045988_174998|3300045988|Ga0495776_026573: 13,174-35,801 (+)

19 20

RT_III-AM_III-B_2 (CDS_0021)

22 23 24 25
endolysin (CDS_0026)

27 28 29
30

AbiD (CDS_0031)

32
33

34

35
36

37 tRNA-Ala(CGC) 42 43

IMGVR_UViG_3300045988_181938|3300045988|Ga0495776_130310: 13,174-34,329 (+)

19 20

RT_III-AM_III-B_2 (CDS_0021)

22 23 24 25
endolysin (CDS_0026)

27 28 29

PD-T4-9_C_WP_167919057.1 (CDS_0030)
transcriptional regulator (CDS_0031)

3233

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0034)

35

MGV-GENOME-0332014: 13,174-33,315 (+)

19 20
RT_III-AM_III-B_2 (CDS_0021)

22 23

PD-Lambda-2_B_WP_186338929.1 (CDS_0024)

25 26 27 28 29
PD-T4-9_C_WP_167919057.1 (CDS_0030)

313233

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0034)

35

MGV-GENOME-0322857: 13,174-32,653 (+)

19 20
RT_III-AM_III-B_2 (CDS_0021)

22 23 24 25 26 27 28 29

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0030)
transposase (CDS_0031)

32

33
34

35 36

IMGVR_UViG_3300045988_175704|3300045988|Ga0495776_113386: 13,174-31,437 (+)

19 20

RT_III-AM_III-B_2 (CDS_0021)

22 23 24 25
endolysin (CDS_0026)

27 28 29

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0030)

31

32
33

34 35

IMGVR_UViG_3300045988_178448|3300045988|Ga0495776_113222: 37,545-54,761 (+)

61 62

RT_III-AM_III-B_2 (CDS_0063)

64 65 66 67
endolysin (CDS_0068)

69 70 71

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0072)

73

74
75

76 77 78

IMGVR_UViG_3300045988_176495|3300045988|Ga0495776_093527: 13,174-34,838 (+)

19 20

RT_III-AM_III-B_2 (CDS_0021)

22 23 24 25
endolysin (CDS_0026)

27 28 29

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0030)

31
32 33 34

35
36

37 38

transcriptional regulator (CDS_0042)

43
Retron_VI__HTH (CDS_0045)

46

IMGVR_UViG_3300029743_000280|3300029743|Ga0245246_100119|38180-91880: 13,174-34,378 (+)

19 20

RT_III-AM_III-B_2 (CDS_0021)

22 23 24 25
endolysin (CDS_0026)

27 28 29

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0030)

31
32 33 34

35
36

37

IMGVR_UViG_3300045988_177405|3300045988|Ga0495776_151773: 13,174-36,140 (+)

19 20

RT_III-AM_III-B_2 (CDS_0021)

22 23 24 25
endolysin (CDS_0026)

27 28 29 30 31

32
33

34 35 36 42 mads_1 (CDS_0043)

uvig_165408: 13,174-35,466 (+)

19 20
RT_III-AM_III-B_2 (CDS_0021)

22 23 24 25

endolysin (CDS_0026)
endolysin (CDS_0027)

28 29 30 31

32
33

34 35 36

uvig_203967: 13,172-41,015 (+)

19 20
RT_III-AM_III-B_2 (CDS_0021)

22 23

cas12f2_V-F_2 (CDS_0024)

25
endolysin (CDS_0026)

27 28 29
30

AbiD (CDS_0031)

32 33 34

35
36

37 38 39 40 4142 43

IMGVR_UViG_3300045988_179557|3300045988|Ga0495776_056623: 13,172-35,103 (+)

19 20
RT_III-AM_III-B_2 (CDS_0021)

22 23

cas12f2_V-F_2 (CDS_0024)

25
endolysin (CDS_0026)

27 28 29
30

AbiD (CDS_0031)

32 33 34

35
36

37 38
39

40

uvig_204626: 13,174-49,174 (+)

19 20

RT_III-AM_III-B_2 (CDS_0021)

22 23 24 25
endolysin (CDS_0026)

27 28 29
30

AbiD (CDS_0031)

32 33 34

35
36

37 38 39 40 41 42
43

44 45 46 47 48 49 50 51

10000 nt

head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) tRNA


