tail protein (CDS_0017) head protein (CDS_0021) Hoc-like head decoration (CDS_0024)
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MGV-GENOME-0266477:13,660-26,732 (+)

Avd protein of DGR (CDS_0016)
head protein (CDS_0015)| 17 21

N
uvig_50458:6,062-19,262 (+)
Avd protein of DGR (CDS_0015)
head protein (CDS_0014)| RT_lII-AM_lII-B_2 (CDS_0016)

uvig_7041:6,024-18,755 (+)

Avd protein of DGR (CDS_0015)
head protein (CDS_0014)| 16  RT_III-AM_III-B_2 (CDS_0017)

I
I
:

uvig_303337:6,024-19,105 (+)
head protein (CDS_0014)
15 RT_III-AM_III-B_2 (CDS_0016)

1 S —
IMGVR_UViG_3300045988_031886|3300045988|Ga0495776_034269:5,978-18,739 (+)
Avd protein of DGR (CDS_0015)
Reverse transcriptase (CDS_0016)
head protein (CDS_0014)‘ RT_III-AM_111-B_2 (CDS_0017)

I |
Kang_0065_STO01_N_NODE_34 length_32482_cov_28.748975: 6,024-19,043 (+)
head protein (CDS_0015)
16
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MGV-GENOME-0212724:6,101-17,748 (+)

Avd protein of DGR (CDS_0015)
head protein (CDS_0014) RT_III-AM_III-B_2 (CDS_0016)

uvig 542561:6,645-19,120 (+)
16 RT_III-AM_III-B_2 (CDS_0017)

MGV-GENOME-0250849: 6,644-19,034 (+)
16 RT_III-AM_III-B_2 (CDS_0017)

IMGVR_UViG_3300045988_037948|3300045988|Ga0495776_168088: 6,644-19,034 (+)
UG4 (CDS_0016)

. S A
IMGVR _UViG_3300045988_028581|3300045988|Ga0495776_118524:6,645-18,106 (+)
head protein (CDS_0014) 15

I
MGV-GENOME-0215506: 6,024-17,699 (+)
head protein (CDS_0014) 15 18 holin (CDS_0022)

I e ————————————————————————————————————————— .
IMGVR_UViG_3300045988_055066|3300045988|Ga0495776_115787:6,024-18,032 (+)
head protein (CDS_0014) 16

I E——
MGV-GENOME-0145075: 6,024-17,608 (+)
head protein (CDS_0014) 15 17

uvig_321184: 6,000-18,682 (+)
Avd protein of DGR (CDS_0010)
head protein (CDS_0011)

I
MGV-GENOME-0117564: 1,348-13,363 (-)
head protein (CDS_0014)
15 16

|
%#

MGV-GENOME-0204532: 6,024-19,028 (+)
head protein (CDS_0014)
15 16 17

|
iﬁ

MGV-GENOME-0223050: 5,997-18,997 (+)
cas12f2_V-F_3 (CDS_0015)
head protein (CDS_0014) 16 Reverse transcriptase (CDS_0017)

%

uvig_ 196335 5,997-20,266 (+)
head protein (CDS_0014)
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IMGVR_ UVlG 3300029702_000021|3300029702|Ga0245265_101088: 5,997-19,419 (+)

head protein (CDS_0014)
15
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MGV-GENOME-0225047: 6,018-19,440 (+)
16 RT_llI-AM_I1I-B_2 (CDS_0017)

IMGVR UViG_3300045988_080338|3300045988|Ga0495776_159684:6,644-19,047 (+)
RT_III-AM_III-B_2 (CDS_0016)

uvig_149607:6,613-18,640 (+)
RT_III-AM_III-B_2 (CDS_0013)

MGV-GENOME-0129700: 3,789-15,620 (+)
RT_III-AM_III-B_2 (CDS_0017)
16 RT_III-AM_III-B_2 (CDS_0018)

\MGVR UViG_3300045988_073895|3300045988|Ga0495776_004128: 6,613-19,010 (+)
RT_III-AM_III-B_2 (CDS_0015)
head protein (CDS_0014)

|
{

MGV-GENOME-0187905: 6,018-17,964 (+)
16 17 RT_II-AM_III-B_2 (CDS_0018)

MGV-GENOME-0166837:7,194-19,010 (+)
16 17 RT_III-AM_III-B_2 (CDS_0018)

—
MGV-GENOME-0225120:6,631-19,121 (+)

[N
o

16 17 RT_II-AM_III-B_2(CDS_0018)

IMGVR_UViG_3300045988_079193|3300045988|Ga0495776_078765:6,000-19,155 (+)
RT_III-AM_III-B_2 (CDS_0017)
16 18

—
uvig 519819:6,613-19,003 (+)
16 RT_III-AM_III-B_2 (CDS_0017)

MG\/ GENOME-0216566:6,631-19,042 (+)
RT_III-AM_III-B_2 (CDS_0015)
16 14

|
\
i |
!

IMGVR_UViG_3300029584_000357|3300029584/Ga0245112_100151[72071-101923: 4,268-16,674 (-)
RT_III-AM_III-B_2 (CDS_0018)
16 17

MGV GENOME-0224399: 6,630-19,096 (+)
16 RT_III-AM_I1I-B_2 (CDS_0017)

—
MGV-GENOME-0157589:6,336-18,168 (+)

IMGVR_UViG_3300045988_023564|3300045988|Ga0495776_038019: 6,644-19,051 (+)

IMGVR_UViG_3300045988_027074|3300045988|Ga0495776_010041: 6,644-19,242 (+)

IMGVR_UViG_3300045988_051703|3300045988|Ga0495776_119156: 6,613-19,330 (+)

e S IR
|MGVR UViG_3300045988_046083[3300045988|Ga0495776_078676:6,719-19,465 (+)

IMGVR_UViG_3300045988_022229|3300045988|Ga0495776_038015: 6,639-19,390 (+)

I e S N—
IMGVR_UViG_3300045988_087735|3300045988|Ga0495776_079206: 6,613-19,389 (+)

16 17 18 21
gy E—S e e e B T S R SR R S
IMGVR_UViG_3300045988_077201|3300045988|Ga0495776_159563:6,613-19,356 (+)

16 17

MGV-GENOME-0237512:6,613-19,356 (+)
16 Hoc-like head decoration (CDS_0017)

IMGVR_UViG_3300031555_010600|3300031555|Ga0318466_10019935|3-32194: 6,592-19,401 (+)

19

MGV-GENOME-0198576:7,194-19,270 (+)
18

MGV-GENOME-0220690:7,218-19,380 (+)

[N
o

uvig 517348:7,219-19,299 (+)

uv\g_91825 6,643-18,691 (+)
18

IMGVR_UViG_3300045988_094905|3300045988|Ga0495776_061065: 7,222-19,553 (+)

Control_protein_00002 control (CDS_0025)
18 23 24 | 26

MGV-GENOME-0226629:7,217-21,981 (+)
toxin-antitoxin system HicB-like (CDS_0025)
18 toxin (CDS_0024)

s T S IS e N T S S—
uvig_206008:10,145-20,788 (+)

tail protein (CDS_0016)
head protein (CDS_0014) 15 17

I
{
:

MGV- GENOME 0264968:5,581-16,497 (+)
head protein (CDS_0014) 15 tail protein (CDS_0016)

MGV-GENOME-0186533: 6,024-17,220 (+)
Avd protein of DGR (CDS_0017)
tail protein (CDS_0016)

head protein (CDS_0014) 15 RT_II-AM_III-B_2 (CDS_0018)
- — —— ———— —————————— Oy —————————— —§ ————————§ — ]
IMGVR_UViG_3300029359_000027|3300029359|Ga0243835_1000817: 6,025-18,778 (+)

5000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder)
— L]

defence (PADLOC)
I




