
MGV-GENOME-0374770: 69,134-81,856 (+)

DNA primase/helicase (CDS_0094)
95 96

Erf-like ssDNA annealing protein (CDS_0097)
metal-dependent phosphohydrolase (CDS_0098)

99 100 101
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0102)

103 104 105 106
cysH_IV-B_1 (CDS_0107)

108 109 110anti-type III (APIS103) (CDS_0111)

ivig_4084: 55,699-68,417 (+)

DNA polymerase 70 71

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0072)
DNA methyltransferase (CDS_0073)

74

SRS014736_a1_ct7346_vs1: 53,759-66,480 (+)

72 73 74
DNA methyltransferase (CDS_0075)

76

MGV-GENOME-0349596: 35,093-45,847 (-)

6667
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0068)

69

uvig_512871: 15,135-25,889 (+)

26

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0027)
DNA methyltransferase (CDS_0028)

29

MGV-GENOME-0373860: 61,951-74,667 (+)

86 87 88 89 90

MGV-GENOME-0373753: 60,997-73,713 (+)

metal-dependent phosphohydrolase (CDS_0083)
85 86 87 88 89

MGV-GENOME-0369516: 35,254-47,972 (+)

39 40
DNA methyltransferase (CDS_0041)

42

MGV-GENOME-0374553: 67,945-81,038 (+)

95 96 97 98 99

MGV-GENOME-0363654: 28,581-37,741 (+)

50 51 52
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0053)

54 56 63

uvig_205071: 60,822-69,982 (-)

104

MGV-GENOME-0346905: 7,075-22,874 (+)

DNA polymerase (CDS_0012) 16 17 20 21
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0022)

23 25

Minot_Diet_SRR5088938_NODE_2_length_121480_cov_35.829846: 67,031-79,925 (+)

92 93
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0094)

DNA methyltransferase (CDS_0095)

MGV-GENOME-0347850: 26,290-36,686 (+)

50 51 52
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0053)

54

MGV-GENOME-0374665: 69,154-81,521 (+)

101 102
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0103)

uvig_35367: 53,219-65,305 (+)

68 69
DNA methyltransferase (CDS_0070)

71

uvig_45755_: 17,898-28,300 (+)

33 34
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0035)

DNA methyltransferase (CDS_0036)

uvig_197913: 13,167-26,433 (+)

26 27
DNA methyltransferase (CDS_0028)

DNA methyltransferase (CDS_0029)

30

MGV-GENOME-0372765: 67,583-80,855 (+)

95 96 97 98

MGV-GENOME-0374675: 68,941-81,838 (+)

98
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0099)

100 101

MGV-GENOME-0374482: 67,632-80,499 (+)

94 95
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0096)

97 98

MGV-GENOME-0358947: 28,167-38,036 (+)

50 52 53 54 56

MGV-GENOME-0374377: 68,139-79,979 (+)

95 96 97

uvig_75593: 13,290-24,759 (+)

25 27 28

uvig_55065: 37,042-47,839 (-)

DNA methyltransferase (CDS_0067)6869

uvig_380761: 70,165-82,003 (+)

metal-dependent phosphohydrolase (CDS_0091)
93 94 DNA methyltransferase (CDS_0095)

MGV-GENOME-0370753: 41,157-53,544 (+)

65 66 67 68

MGV-GENOME-0354029: 25,030-35,473 (+)

48 49 50 51

MGV-GENOME-0374003: 63,533-75,918 (+)

86 87 88 89 90

MGV-GENOME-0372712: 65,071-78,382 (+)

90
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0091)

92 93

MGV-GENOME-0355707: 21,980-33,438 (+)

43 44
DNA methyltransferase (CDS_0045)

46 47 48 49

MGV-GENOME-0372048: 42,577-55,567 (+)

metal-dependent phosphohydrolase (CDS_0070)
71

uvig_305979: 48,805-61,804 (+)

59 60
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0061)

64 RNA ligase (CDS_0068)

6000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) anti-defence (dbAPIS)


