Ninl-like serine-threonine phosphatase (CDS_0067)
RM_Type_ll__Type_ll_MTases_FAM_1 (CDS_0075)
DarTG_DarG (CDS_0070)

endolysin (CDS_0041) integrase (CDS_0047) 58 65  GTP-binding domain (CDS_0073)
Arc-like repressor (CDS_0032) 37 40 43 48 57| 60 62 6 69
27 28 2930 31 733 3435 36[3839] 427 44 45 46 49 5051525354 5556 | | 59]61]63[ |66 | 68] | 7172 |74 | 76
l >{ -_— —

MGV-GENOME-0373232:28,512-57,326 (+)
Ninl-like serine-threonine phosphatase (CDS_0065)

endolysin (CDS_0040) integrase (CDS_0045) 56 63
36 39 42 46 55 58 60 62 67
Arc-like repressor (CDS_0032) 33 34 35[ 37 38] 417 43 44 T47 4849505152 53 54 | | 57[59 [61] |64 | 66]
O OPD D C

MGV-GENOME-0372712:28,516-56,314 (+)
Ninl-like serine-threonine phosphatase (CDS_0065)

endolysin (CDS_0041) 56 63
37 40 43 46 55] 58 60 62 67
Arc-like repressor (CDS_0032) 33 34 35 36] 3839 | 421 44 45747 4849505152 5354 | | 57[59]61] |64 | 66] oMTase 00015 orphan (CDS_0069)
C O ODD e —

uvig_150811:28,512-54,328 (+)
Ninl-like serine-threonine phosphatase (CDS_0062)

endolysin (CDS_0040) integrase (CDS_0045) 53 60
Arc-like repressor (CDS_0033) 37 42 46 52| 55 575 64
29 ]34 35 36]38 39 41] 43 44 T474849 5051 |54]56[58] |61 | 63] 70 transposase (CDS_0071)

MGV-GENOME-0372163:28,507-56,144 (+)

HNH endonuclease (CDS_0048)

endolysin (CDS_0040) intgg'?ase (CDS_0049) Ninl-like serine-threonine phosphatase (CDS_0069)
36 39 42 50 57 59 6163 65 67 71
Arc-like repressor (CDS 0032) 33 34 35] 3738] 41] 43 44 45 46 47 T51 52535455 56 | 58[60[62[64 [66] 68 | 70]
C O OD0 —
uvig 380761:28,519-61,408 (+)
endolysin (CDS_0040) integrase (CDS_0045) Ninl-like serine-threonine phosphatase (CDS_0061)
36 39 42 46 50 52 5456 59 63
Arc-like repressor (CDS 0032) 33~ 34 35] 3738] 41] 43 44 4748 49 [51]53[55] 5758 60 | 62]
C O D0 = —

MGV-GENOME-0374003: 28,519-54,776 (+)

endolysin (CDS_0039)
36 41
Arc-like repressor (CDS_0032) 33 34 35[ 3738 40] 42 44 DNA methylase (CDS_0045)

COC DD )

uvig 233229:28,514-44,172 (+)

endolysin (CDS_0040)
36 39 42
Arc-like repressor (CDS_0032) 33 34 35 3738 417] 4344

COODD )

uvig 289586:28,512-45,664 (+)

HNH endonuclease (CDS_0041)
drt-cluster579 DRT (CDS_0040)  Ninl-like serine-threonine phosphatase (CDS_0056)

integrase (CDS_0034) 50
37 45 47 49 5355 58
32 33 353438 39 42 43 44]46]48]|515254] | 57]

OO DD

MGV-GENOME-0373860: 28,514-50,685 (+)

HNH endonuclease (CDS_0040)
drt-cluster579 DRT (CDS_0039)  Ninl-like serine-threonine phosphatase (CDS_0055)

integrase (CDS_0033) 49
36 44 46 48 5254 57
32 343537 38 41 42 43[45[47]|505153] | 56]

OO0

MGV-GENOME-0373753:28,514-49,731 (+)

Ninl-like serine-threonine phosphatase (CDS_0049)
42 47
37 39 41 44 46 51
HNH endonuclease (CDS_0033) 34~ 35 36] 38]40]|43[45]|48 | 50 oMTase_00015 orphan (CDS_0054)

O ODD

MGV-GENOME-0373017:28,528-44,513 (+)

Ninl-like serine-threonine phosphatase (CDS_0044)
35 42
3638 41 46
32 3334|[37[3940](43 | 45]

OO DD

SRS014736 al ct7346 vs1:28,515-43,262 (+) -
HNH endonuclease (CDS_0057)
drt-cluster579 DRﬁCDS_OOSé) Ninl-like serine-threonine phosphatase (CDS_0072)
endolysin (CDS_0040) integrase (CDS_0045) 50 52 66 70
36 39 42 47 49] 53 61 63 65 69 74
Arc-like repressor (CDS_0032) 33 34 35] 3738] 417 43 44 @T@ﬂmﬂg 55 58 59 60] 627 64[|67 68|71 | 73]
O OPD AT AR SRR XS

MGV-GENOME-0374782:28,515-58,733 (+)

HNH endonuclease (CDS_0057)
drt-cluster579 DRT (CDS_0056)  Ninl-like serine-threonine phosphatase (CDS_0073)

endolysin (CDS_0040) integrase (CDS_0045) 50 52 66 71
3 39 42 47 49] 53 61 63 65 68 70 75
Arc-like repressor (CDS_0032) 33 34 35] 3738] 41] 43 44 46148] |51|]54 55 58 59 60| 62] 64]|67]69]|72 | 74]
IR

OO DD

MGV-GENOME-0374665:28,513-58,657 (+)

HNH endonuclease (CDS_0057)
drt-cluster579 DRT (CDS_0056)

endolysin (CDS_0040) integrase (CDS_0045) 50 52 Ninl-like serine-threonine phosphatase (CDS_0067)
36 39 42 47 49 53 60 62 65 69
Arc-like repressor (CDS_0032) 33~ 34 35] 3738] 417 43 44 461487 |51]|]54 55 58 59 (61636466 | 68

OO0

MGV-GENOME-0374553:28,515-57,448 (+)

HNH endonuclease (CDS_0056)
drt-cluster579 DRT (CDS_0055) Ninl-like serine-threonine phosphatase (CDS_0072)
endolysin (CDS_0039) integrase (CDS_0044) 49 51

36 41 46 48] 52
Arc-like repressor (CDS_ 0032) 33 34 35] 37 38 40[ 42 43 45[47] (50|53 54

66 70
61 63 65 69 74
5758 59 0] 62] 64[|67 68|71 | 73]

OO DD

MGV-GENOME-0374675:28,505-60,176 (+)

HNH endonuclease (CDS_0051)
drt-cluster579 DRﬁCDS_OO50) Ninl-like serine-threonine phosphatase (CDS_0067)
endolysin (CDS_0040) integrase (CDS_0045) 60 65
36 39 42 46 55 57 59 62 64 69
Arc-like repressor (CDS_0032) 33 ~ 34 35[ 3738] 41] 43 44 T4748 49 52 53 54| 56]58]|61[63]|66 | 68]

COE DD D

MGV-GENOME-0374482:28,515-57,136 (+)

HNH endonuclease (CDS_0051)
drt-cluster579 DRT (CDS_0050)  Ninl-like serine-threonine phosphatase (CDS_0067)

endolysin (CDS_0040) integrase (CDS_0045) 60 65
55 57 59 62 64 69
52 53 54]56] 58] | 61[63][66 | 68]

36 39 42 46
— — -—

Arc-like repressor (CDS_ 0032) 33~ 34 35] 3738] 41] 43 44 T 4748 49

COC O )

MGV-GENOME-0372765:28,516-57,086 (+)

HNH endonuclease (CDS_0052)
drt-cluster579 DRﬁCDS_OOSl) Ninl-like serine-threonine phosphatase (CDS_0068)
endolysin (CDS_0041) integrase (CDS_0046) 61 66
37 40 43 47 56 58 60 63 65 70
Arc-like repressor (CDS_0033) 34 35 36] 3839 42] 44 45 T 4849 50 53 54 55[57]59[|62[64]|67 | 69

O OD0

uvig 548071:28,512-57,216 (+)

Ninl-like serine-threonine phosphatase (CDS_0066)
HNH endonuclease (CDS_0044) HNH endonuclease (CDS_0053)
drt-cluster579 DRﬁCDS_OOS2)
endolysin (CDS_0040) integrase (CDS_0045)

36 39 42 47 49
Arc-like repressor (CDS 0032) 33 34 35] 3738] 41] 43 46] 4850 51

CO DD )

—
Minot_Diet_SRR5088938_NODE_2_length_121480_cov_35.829846:28,514-58,266 (+)

58
59 61 6365 68
54 55 5657 ¢0] 6264 | 67]

HNH endonuclease (CDS_0051)
drt-cluster579 DRT (CDS_0050) Ninl-like serine-threonine phosphatase (CDS_0065)

endolysin (CDS_0040) integrase (CDS_0045) 56 63
37 42 46 48 57 59 62 67
Arc-like repressor (CDS_0032) 33 34 35 36] 38 39 41] 43 44 Ta7 Tao 52 53 5455|5860 61|64 | 66]
O OPD (S =

MGV-GENOME-0374377:28,518-56,764 (+)
endolysin (CDS_0041)

39
38
Arc-like repressor (CDS_0033) 34 35 3637 |40 42
l >{ I -_— -

uvig 35367:28,528-42,722 (+)

t 10000 nt i

DNA, RNA and nucleotide metabolism integration and excision lysis other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
—




