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MGV-GENOME-0376981:77,473-88,212 (+)
anaerobic ribonucleoside reductase large subunit (CDS_0071)
anaerobic ribonucleoside reductase large subunit (CDS_0072)
70 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0073)
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SRS046068_a1_ct901:79,490-89,149 (+)

MTase_lI_00157 Type (CDS_0075)
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MGV-GENOME-0377194:78,044-89,774 (+)
MTase_lI_00157 Type (CDS_0076)
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MGV-GENOME-0375483:80,146-91,879 (+)
MTase_II_00157 Type (CDS_0075)
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MGV-GENOME-0377321: 77.744-89,476 (+)
MTase_II_00157 Type (CDS_0075)
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MG\/ GENOME-0375444:79,409-91,852 (+)
MTase_II_00157 Type (CDS_0077)
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MGV-GENOME-0375106:80,865-92,597 (+)
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MGV-GENOME-0377091:77,740-88,287 (+)
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MGV-GENOME-0375520: 78,734-89,883 (+)
HNH endonuclease (CDS_0077) homing endonuclease (CDS_0084)
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uvig_224299:80,899-93,395 (+)

65 DNA topoisomerase Il large subunit (CDS_0066) 72 73 74 75 76 77
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MGV-GENOME-0377375:75,898-89,961 (+)
69 70 74 78

i

MGV-GENOME-0376724:76,755-88 540( )
RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0070) 71
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MGV-GENOME-0375149:74,277-86,005 (+)
5000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)




