RM_Type_II_Type_ll_MTases_FAM_2 (CDS_0148) 171
147 160 169 177 180 183 185
146 149 150 151 152 153 154 155 156 157 158 159 161 162 163 164165166 167168 [170172 173 174 175 176 | 178 179 | 181182 | 184 | 186
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MGV-GENOME-0377194:131,076-160,170 (+)

163
153 160 164 170
152 [ 154 155 156 157158159 | 161162/ 165 166 167 168 169 | 171 174

T S N S B S . T T B T B B B T ]
MGV-GENOME-0376724: 132,608-154,697 (+)

175
165 167 172 176 183
157 158 159 160 161 162 163 164 [166 | 168 169 170 171 | 173174|] 177 178179180 181 182 | 184 185 191 193
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MGV-GENOME-0377391: 133,869-163,938 (+)

174
164 166 171 175 182
157 158 159 160 161 162 163 [165 | 167 168 169 170 | 172173|] 176 177178179 180 181 | 183 184

- — S S S B DB B S S B SENEE BEN  E B Ga mE E N BN S—
MGV-GENOME-0377390: 133,869-163,934 (+)

166
158 163 167
150 151 152 153 154 155 156157 | 159 160 161 162 | 164165|[ 168 169 170 171172 173 174 179

- I
MGV-GENOME-0377375:131,981-162,167 (+)

171
161 163 168 172 178
150 154 155 156 157 158 159 160 [162] 164 165 166 167 |169170|[ 173 174 175 176 177 | 179

— - —
MGV-GENOME-0377301: 133,847-160,999 (+)

169
154 160 166 170 176
152 153 [ 155 156 157 158 159 | 161 162 163 164 165 | 167168|] 171 172 173 174 175 | 177
PEMEDED—O-C KEKHD-CEHHIEHC HOD-DAKHD-EEHK—DO-HD— D<K KA
I B N EE— I NN N I BN BN BN B D DI N BN S S . N . B = N .
MGV-GENOME-0377021: 130,516-157,820 (+)
166
158 163 167 173

150 151 152 153 154 155 156 157 | 159 160 161 162 |[164165|[ 168 169 170 171 172 | 174

. L) -_— IS BN B BN B B N BN N B L e 81 - . - I — I
MGV-GENOME-0377091: 130,963-160,273 (+)
polynucleotide kinase (CDS_0160)
150 152 157 162 169
144 145 146 147 148 149 [151] 153 154 155 156 | 158159 |161 163 164 165 166 167 168 | 170

SRS046068_a1_ct901: 129,720-159,646 (+)
163
155 160 164 166 174

148 149 150 151 152 153 154 | 156 157 158 159 | 161162|] 165] 167 168 169170171 172 173 | 175

] I
MGV-GENOME-0377192: 131,319-161,355 (+)
polynucleotide kinase (CDS_0171)
174
164 169 172 175
Type_V_V_U4 Cas12 (CDS_0152) 158 159 160 161 162 163 | 165 166 167 168 | 170 | [173| [176177 178 179 180181 182 183

— —— - N T ——— & BT T BB R i E—
uvig_224299:134,725-164,816 (+)

163
1§2 154 159 161 164 166 172 174
147 148 149 150 151153 155 156 157 158 | 160 [162[[165] 167 168 169 170171 [173 | 175 182
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MGV-GENOME-0376981: 129,020-157,382 (+)
polynucleotide kinase (CDS_0165)
156 158 166 168
149 150 151 152 153 154 155 [157 | 159 160 161 162163164 T 1677 169 170 171

IEEEESE— . E— I IS S I S N I SIS I S B I B N I Em B e O mE O SEaa s -
uvig_365612:129,564-156,212 (+)

162
152 158 160 163

146 147 148 149 150 151 [153154155 156 157 | 159 |161|] 164 165 166 167 173 174
I N E— L & | & ;8B & 3§ & 1 8 _ ;- =  _____§ ] _— - . —— I
MGV-GENOME-0376414: 126,970-153,443 (+)

154 156 160
149 150151152 153 | 155] 157 158 159 | 161
B ' ' "N 1 ] N . .. A N N = .
MGV-GENOME-0376176: 129,564-144,515 (+)
155
154] 156
[ L Ny ! A B EEEE N . E——
MGV-GENOME-0375483: 133,854-143,640 (+)
152

149 150 151 | 153
R B N — L el - . - - S N —— I
MGV-GENOME-0375520: 131,145-145,533 (+)

147
148
146 154

141142143 144145 | |]149150151 152 153 | 155
L B " I ] L X & ] -_ - | . s I — I
MGV-GENOME-0375596: 125,475-145,352 (+)

147
145 151 154
143144 [146148 149 150 152 153 | 155
. - & | -_-. - I — '

. W 1 " | I/

MGV-GENOME-0375783:128,964-147,710 (+)
149

e L ] - L L] N

MGV-GENOME-0375149:129,564-139,343 (+)

10000 nt i

other unknown function defence (DefenseFinder) defence (PADLOC)

I




