RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0073)
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MGV-GENOME-0377021:73,088-82,773 (+)
65 homing endonuclease (CDS_0066) 71

MGV-GENOME-0375149: 72,711-82,404 (+)
homing endonuclease with GIY-YIG motif (CDS_0075)
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MGV GENOME- 0377390 77,354-87,690 (+)
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MGV GENOME- 0376724 75,188-84,872 (+)
homing endonuclease (CDS_0068)
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uvwg_224299 75,571-84, 961( )

homing endonuclease (CDS_0064)

SRS046068_a1_ct901:74,181-82,950 (+)
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DNA topoisomerase |l large subunit (CDS_0066)

MGV GENOME 0377375: 73 873-82,736 (+)

o
w
~
o
~N
N
~N
w

MG\/ GENOME-0376981: 72 238-82,871 (+)
DNA topoisomerase |l large subunit (CDS_0065)
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MGV-GENOME-0376414: 68,945-80,890 (+)
DNA topoisomerase |l large subunit (CDS_0061)
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MGV-GENOME-0374229:70,161-81,574 (+)
4000 nt i
DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder)




