dCMP deaminase (CDS_0023)
21 22 24 25 26 27 28 29 30 31 32 thymidylate synthase (CDS_0033)
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Mycobacterium_phage_Bonamassa: 18,124-25,859 (+)
26

NC_028802.1:17,873-25,554 (+)
26 28
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Mycobacterium_phage_HuhtaEnerson15: 18,124-25,792 (+)

24 25 29

NC_028912.1: 18,130-26,163 (+)
29 30 35

Mycobacterium_phage_Micasa: 18,130-26,555 (+)
27 28

Mycobacterium_phage_Coog: 18,205-26,280 (+)
17 minor tail protein (CDS_0018) minor tail protein (CDS_0019) 25 26

Mycobacterium_phage_Dublin: 16,095- 26002( )
minor tail protein (CDS_0017)
minor tail protein minor tail protein (CDS_0020)
minor tail protein (CDS_0019) 21 25 26 31
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JN083852.1: 15,261-25,008 (+)
25 26
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Mycobactenum phage_Jabiru: 15,311-24,880 (+)
24 25 26 27

NC_054776.1:15,949-25,543 (+)
3000 nt {
DNA, RNA and nucleotide metabolism integration and excision other tail unknown function
BN




