
Mycobacterium_phage_Airmid: 29,448-35,998 (+)

sigma-K factor
metallo-phosphoesterase (CDS_0041)

42 43 44 45 46 47 48 49
endonuclease VII (CDS_0050)

51 52 53

site-specific recombination directionality factor RDF (CDS_0054)

55 DnaB-like replicative helicase (CDS_0056)

Mycobacterium_phage_Jabiru: 29,530-36,056 (+)

48 49 50 57

JN083852.1: 29,673-36,199 (+)

49 50 55 57

Mycobacterium_phage_Scorpia: 30,535-36,330 (+)

46 48 49 50

NC_028802.1: 30,286-36,255 (+)

46 47 48 55

Mycobacterium_phage_PetterN: 30,480-36,760 (+)

48 49 50

Mycobacterium_phage_ElTiger69: 30,424-36,222 (+)

46 47

Mycobacterium_phage_Dublin: 29,558-35,646 (+)

40 45 46 50

Mycobacterium_phage_MarysWell: 29,800-36,984 (+)

45 46 COG1468 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0054)

Mycobacterium_phage_Cuco: 28,767-35,084 (+)

sigma-K factor (CDS_0038) 42 44 46 47

NC_028912.1: 28,840-35,142 (+)

38 39 42 46

2000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (PADLOC)


