
Microbacterium_phage_Strathdee: 25,387-35,383 (+)

exonuclease (CDS_0037) 38 39 tail protein (CDS_0040)

RNA ligase (CDS_0041)

42
43

44

nucleotide pyrophosphohydrolase (CDS_0045)

46

thymidylate kinase (CDS_0047)
glycosyltransferase (CDS_0048)

49 50

Microbacterium_phage_Thorongil: 24,724-34,313 (+)

35 40

Microbacterium_phage_Jenos: 26,583-36,801 (+)

44 50

NC_049927.1: 26,794-37,281 (+)

43 48 50

Microbacterium_phage_Leafus: 24,983-36,076 (+)

41 42 43 thymidylate kinase (CDS_0046)

Microbacterium_phage_Etna: 24,850-35,213 (+)

40 41

Microbacterium_phage_Balsa: 24,839-35,166 (+)

40 42

Microbacterium_phage_Raccoon: 24,806-35,115 (+)

40 42

Microbacterium_phage_Stormbreaker8: 24,838-34,668 (+)

40

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function


