
MGV-GENOME-0288601: 28,075-35,594 (+)

40 41 42 43 44 45 46 47 48 49 50 51 52 53 54
HNH endonuclease (CDS_0055)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)

MGV-GENOME-0285593: 28,075-34,930 (+)

46 47 48 49

MGV-GENOME-0289571: 26,684-35,195 (+)

44 45
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0046)

47 48 49

IMGVR_UViG_3300014940_000001|3300014940|Ga0169849_100288: 26,761-34,976 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045) 46 47 48

IMGVR_UViG_3300045988_042844|3300045988|Ga0495776_100015: 26,684-35,195 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0046) 47 48 49

uvig_389633: 23,436-32,251 (+)

integrase (CDS_0037) 38 39 42 45 46 47 48

IMGVR_UViG_3300045988_062043|3300045988|Ga0495776_001285: 28,266-34,661 (+)

43 45 47 48

MGV-GENOME-0277198: 28,266-34,661 (+)

47 48

IMGVR_UViG_3300045988_058474|3300045988|Ga0495776_094581: 28,179-35,565 (+)

47 48 49 50 51

MGV-GENOME-0282285: 28,101-34,023 (+)

47 48 53

MGV-GENOME-0271465: 27,742-33,852 (+)

47 48

uvig_401331: 28,163-34,404 (+)

47 48

uvig_330536: 28,101-33,908 (+)

47

IMGVR_UViG_3300029329_000010|3300029329|Ga0242807_100888: 27,764-33,344 (+)

48 49

IMGVR_UViG_3300029351_000005|3300029351|Ga0242803_100218: 27,795-33,609 (+)

48 49

uvig_430187: 25,514-34,202 (+)

48 50 51

uvig_220229: 28,161-34,560 (+)

43 47 48

uvig_213555: 33,805-41,053 (+)

56 57 58

MGV-GENOME-0287276: 25,684-35,302 (+)

45 46 47

IMGVR_UViG_3300045988_058395|3300045988|Ga0495776_092781: 28,463-37,251 (+)

42
retron_type_VI_hth_cluster2_1 (CDS_0043)

44
Retron_VI__HTH (CDS_0048)

49 50 51

uvig_287153: 29,189-33,346 (+)

50 51

3000 nt

DNA, RNA and nucleotide metabolism integration and excision tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


