anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0053)
HEase_00016 homing (CDS_0057)  dATP /dGTP pyrophosphohydrolase (CDS_0064) tRNA-Undet(NNN)
49 50 51 52 54 55 56 58 59 60 61 62 63 65 66 67 68 69 | 70
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IMGVR _UViG_3300045988 053046|3300045988|Ga0495776_111450:30,077-39,393 (+)
HEase_00016 homing (CDS_0057) dATP /dGTP pyrophosphohydrolase (CDS_0064)
DNA methyltransferase (CDS_0060)
54 55 56 58 59 61 62 63 capH (CDS_0069)

— — —-—
uvig_389633:30,077-38,139 (+)

HEase_00016 homing (CDS_0057)
RusA-like Holliday junction resolvase (CDS_0056) radical SAM domain protein (CDS_0061)
HNH endonuclease (CDS_0053) 55 \ 58 59 60 dATP / dGTP pyrophosphohydrolase (CDS_0062)
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MGV-GENOME-0277198:31,946-40,568 (+)

RusA-like Holliday junction resolvase (CDS_0055)

HEase_00016 homing (CDS_0056)
radical SAM domain protein (CDS_0060)
57 58 59 61

46 47 48 replication initiation protein (CDS_0054)

\ ) gl I )

MGV-GENOME-0271465:29,597-39,445 (+)

RusA-like Holliday junction resolvase (CDS_0055)
HEase_00016 homing (CDS_0056)
radical SAM domain protein (CDS_0060)
47 replication initiation protein (CDS_0054) 57 58 59 61
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MGV-GENOME-0270400: 29,628-39,224 (+)

RusA-like Holliday junction resolvase (CDS_0058)
DnaB-like replicative helicase (CDS,OCv)Sé) radical SAM domain protein (CDS_0061)

replication initiation protein (CDS_0055) 57 \ 59 60 62 63 64 65
[ . B ) e B D) BEO-CICH KD

uvig 280259:31,173-41,552 (+)

RusA-like Holliday junction resolvase (CDS_0058)
radical SAM domain protein (CDS_0061)
replication initiation protein (CDS_0055) 56 57 59 60 62 63 64 65
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IMGVR_UViG_3300014940_000001|3300014940|Ga0169849_100288: 32,300-42,846 (+)
RusA-like Holliday junction resolvase (CDS_0061)
DnaB-like replicative helicase (CDS,0659)
replication initiation protein (CDS_0058) 60 \ 62 63 64 65 66 69
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IMGVR_UViG_3300045988_058474|3300045988|Ga0495776_094581:32,889-42,952 (+)

RusA-like Holliday junction resolvase (CDS_0059)
DnaB-like replicative helicase (CDS,0657) dATP / dGTP pyrophosphohydrolase (CDS_0066)
replication initiation protein (CDS_0056) 58 ‘ 60 61 62 63 64 65 67

i I, e I ) DO DDA KD
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MGV-GENOME-0285593:32,254-42,174 (+)

RusA-like Holliday junction resolvase (CDS_0060)
DnaB-like replicative helicase (CDS_0058) DNA methyltransferase (CDS_0064)
replication initiation protein (CDS_0057) 59 | 61 62 63 65

I I I, )

IMGVR_UViG_3300045988_058395|3300045988|Ga0495776_092781:35,140-43,530 (+)
RusA-like Holliday junction resolvase (CDS_0057) dATP / dGTP pyrophosphohydrolase (CDS_0064)
replication initiation protein (CDS_0054) radical SAM domain protein (CDS_0059)
47 52 55 56 58 60 61 62 63 65
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uvig 330536:29,959-41,526 (+)
RusA-like Holliday junction resolvase (CDS_0056)
radical SAM domain protein (CDS_0058)
DnaB-like replicative helicase (CDS_0054) dATP /dGTP pyrophosphohydrolase (CDS_0063)
replication initiation protein (CDS_0053) 55] \ 57 59 60 61 62 64
O O
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uvig 287153:30,994-40,964 (+)
RusA-like Holliday junction resolvase (CDS_0057)
radical SAM domain protein (CDS_0059)
DnaB-like replicative helicase (CDS_0055) dATP / dGTP pyrophosphohydrolase (CDS_0064)
47 replication initiation protein (CDS_0054) 56 \ 58 60 61 62 63 65
0 - r O—1 & ) D
uvig_220229:30,019-42,128 (+)
RusA-like Holliday junction resolvase (CDS_0056)  dATP /dGTP pyrophosphohydrolase (CDS_0063)
radical SAM domain protein (CDS_0058)
DNA replication initiation (CDS_0053) 54 55 57 59 60 61 62 64 65 66 67 68 69 70
OO o {E
I —

uvig_128694:30,974-42,937 (+)
RusA-like Holliday junction resolvase (CDS_0057)
DNA methyltransferase (CDS_0060)
replication initiation protein (CDS_0054) 55| 56 58 59 61 62

| ) DI — O— O ) DO DO D—CCCdD

IMGVR_UViG_3300029329_000010|3300029329|Ga0242807_100888:29,620-40,871 (+)
RusA-like Holliday junction resolvase (CDS_0057)
DNA methyltransferase (CDS_0060)
replication initiation protein (CDS_0054) 55 56 58 59 61 62

o o O— ) oE o O D—CCED

I _—
IMGVR _UViG_3300029351_000005|3300029351|Ga0242803_100218:29,651-41,136 (+)
RusA-like Holliday junction resolvase (CDS_0059)
DNA methyltransferase (CDS_0062)
replication initiation protein (CDS_0056) 57 58 60 61 63 64
O o O— ) o Ll i D—aCaKD
uvig 430187:30,676-41,729 (+)
RusA-like Holliday junction resolvase (CDS_0057)
DnaB-like replicative helicase (CDS_0055) dATP / dGTP pyrophosphohydrolase (CDS_0065)

replication initiation protein (CDS_0054) 56 \ 58 59 60 61 62 63 64 66
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MGV-GENOME-0282256:29,536-41,710 (+)

} 4000 nt {

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA
I




