
MGV-GENOME-0288601: 24,351-33,796 (+)
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uvig_389633: 22,563-30,979 (+)

35 42 47

IMGVR_UViG_3300045988_058395|3300045988|Ga0495776_092781: 25,314-35,412 (+)

PDC-S13_WP_186842295.1 (CDS_0038) 42
retron_type_VI_hth_cluster2_1 (CDS_0043)

44 lytic tail protein (CDS_0047)
Retron_VI__HTH (CDS_0048)

50

IMGVR_UViG_3300014940_000001|3300014940|Ga0169849_100288: 21,701-29,567 (+)

30 31 32 PDC-S13_WP_186842295.1 (CDS_0036) 40 41

MGV-GENOME-0277198: 22,652-30,697 (+)

34 38 39 43 45

SAMEA2737689_a1_ct38837_vs1: 23,132-32,790 (+)

40 41 42 49

4000 nt

integration and excision tail unknown function defence (DefenseFinder) defence (PADLOC)


