MTase_|I_00048 Type (CDS_0050)

RusA-like Holliday junction resolvase (CDS_0046) pyrophosphatase (CDS_0052) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)
DnaC-like helicase loader (CD5_0045) 47 48 49 51 53 54 55 57
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MGV-GENOME-0249534:29,671-35,962 (+)
MTase_|I_00048 Type (CDS_0045) 46 47 pyrophosphatase (CDS_0048)

I S —
IMGVR_UViG_3300045988_185257|3300045988|Ga0495776_164137]6189-41513:27,909-34,624 (+)
MTase_|I_00048 Type (CDS_0040)pyrophosphatase (CDS_0041)

MGV-GENOME-0201939:21,893-27,609 (+)
MTase_II_00048 Type (CDS_0046) 47 48

MGV-GENOME-0237708:28,422-34,139 (+)
MTase_|I_00048 Type (CDS_0050)
51 52 pyrophosphatase (CDS_0053)

IMGVR_UViG_3300045988_056296|3300045988|Ga0495776_087531:30,635-36,449 (+)

I —— . S E—
MTase_|I_00048 Type (CDS_0053) 54
—

IMGVR_UViG_3300014541_000048|3300014541|Ga0134391_100289: 30,480-36,275 (+)
MTase_lI_00048 Type (CDS_004¢6) 47

MGV-GENOME-0256324:27,822-33,005 (+)
replication initiation protein (CDS_0048) MTase_|I_00048 Type (CDS_0053) 54

e
IMGVR_UViG_3300014952_000070|3300014952|Ga0134432_100294: 29,898-35,848 (+)
MTase_II_00048 Type (CDS_0054) 55 57

MGV-GENOME-0283297: 30,534-36,252 (+)
DnaC-like helicase loader MTase_l1_00048 Type (CDS_0054) 56 61

e s I S — —
IMGVR_UViG_3300045988 066527|3300045988|Ga0495776_087041:31,444-36,986 (+)
MTase_|I_00048 Type (CDS_0049)
50 52
e e —————— ——— ——— i | — @ ———— ]

uvig 319764:29,553-35,713 (+)
MTase_lI_00048 Type (CDS_0035) 36

MGV-GENOME-0202997:21,506-27,270 (+)
MTase_lI_00048 Type (CDS_0049)
50 51

IMGVR_UViG_3300045988_072707|3300045988|Ga0495776_042707:29,222-35,200 (+)
MTase_lI_00048 Type (CDS_0052) 53 54

IMGVR_UViG_3300029356_000229|3300029356|Ga0243797_100308|31827-68317:29,301-35,250 (+)
MTase_II_00048 Type (CDS_0049)
Mom-like DNA modification protein (CDS_0048) 50

—
MGV-GENOME-0243539: 28,307-34,488 (+)

MTase_II_00048 Type (CDS_0045)
Mom-like DNA modification protein (CDS_0044) 46
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uvig 533060:26,088-32,269 (+)
MTase_II_00048 Type (CDS_0055) 56

IMGVR_UViG_3300045988_058500|3300045988|Ga0495776_148429:30,682-35,870 (+)
MTase_lI_00048 Type (CDS_0047)

MGV-GENOME-0226833:26,292-31,478 (+)

MTase_II_00048 Type (CDS_0049)
Mom-like DNA modification protein (CDS_0048) 50

MGV-GENOME-4411356: 28,214-34,395 (+)
25

—
MGV-GENOME-0140307: 13,020-18,079 (+)

radical SAM domain protein (CDS_0037) 38

MGV-GENOME-0217162:23,903-29,815 (+)
21
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l EN

|
uvig_265686:11,797-16,816 (+)

MTase_|1_00048 Type (CDS_0049)
Mom-like DNA modification protein (CDS_0048) 50

IMGVR_UViG_3300045988_072563|3300045988|Ga0495776_068620: 29,365-35,553 (+)
MTase_lI_00048 Type (CDS_0055) 56 61

uvig_291093:34,614-40,887 (+)
MTase_l1_00048 Type (CDS_0050)
51

IMGVR_UViG_3300045988_057532|3300045988|Ga0495776_015145:29,719-35,965 (+)
DNA methyltransferase (CDS_0050)
DNA methyltransferase (CDS_0049) 51

e S —— e
MGV-GENOME-0273717:29,196-35,624 (+)

DNA methyltransferase (CDS_0047)
DNA methyltransferase (CDS_0046) 48 49

\
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{

IMGVR_UViG_3300045988_185311|3300045988|Ga0495776_185921(6934-42612: 27,722-34,442 (+)

DNA methyltransferase (CDS_0050)
43 primosomal protein (CDS_0044) DNA methyltransferase (CDS_0049) 51

MGV-GENOME-0249206: 27,990-35,378 (+)
MTase_lI_00048 Type (CDS_0043) 44 45

e —— I E—
SAMNO6165056_al ct110369 vs1:24,123-31,696 (+)

MTase_lI_00048 Type (CDS_0052)

53 54 55
) T I
IMGVR_UViG_3300035653 000026|3300035653|Ga0134456_00265:30,651-37,271 (+)
MTase_|I_00048 Type (CDS_0041) 42 43 44
s N — ]

MGV-GENOME-0221319:25,152-31,777 (+)
DNA methyltransferase (CDS_0054)

v
a

:
|
|

56 57

SRS144506_a1_ct32542:30,571-37,158 (+)

MTase_lI_00048 Type (CDS_0046)
47 48

\
|

IMGVR_UViG_3300045988_092165|3300045988|Ga0495776_103310: 28,515-35,545 (+)
RusA-like Holliday junction resolvase (CDS_0046) MTase_l1_00048 Type (CDS_0050)

45 51 52 pyrophosphatase (CDS_0053)
[ IS— 1 N N— N, N, N W N N S— ", i W—" W—;

MGV-GENOME-4411199:28,088-35,530 (+)

MTase_l1_00048 Type (CDS_0050)
51 52

—— e e S E—
IMGVR_UViG_3300045988_064525|3300045988|Ga0495776_125619:28,088-34,825 (+)

MTase_l1_00048 Type (CDS_0047)
RusA-like Holliday junction resolvase (CDS_0044) 48 49

T — e —
IMGVR_UViG_3300045988_052583|3300045988|Ga0495776_182111:28,095-35,807 (+)

MazF-like growth inhibitor (CDS_0057)
54
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I s S E—
IMGVR_UViG_3300029295_000077|3300029295|Ga0134373_100456:31,849-36,963 (+); 1-1,272 (+)
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(+)
50 51 54

MGV-GENOME-0274066:30,116-35,241 (+)
42 43

MGV-GENOME-0200974:22,990-28,140 (+)
3000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS)
I




