ERCC4-type nuclease
DNA primase/helicase (CDS_0056) MTase_lI_00107 Type (CDS_0066) 72
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RM_Type_ll_Type_ll_MTases_FAM_0 (CDS_0055)60
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MGV-GENOME-0298207: 35,124-45,598 (+)
56 57 58 59 60 6162 6364656667
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DNA methyltransferase (CDS_0059)
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58 60 HNH endonuclease (CDS_ 0002)
55 56 57 [59[61 62 6364 terminase large subunit (CDS_0001)
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57 65 67
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59 60 61 62 63 64

IMGVR_UViG_3300045988_019109|3300045988|Ga0495776 098242 36 961-44, 848( )

MTase_II_00107 Type (CDS_0068)
59 61 62 63 64 65 66 67 6970 71

MGV-GENOME-0292685: 35,596-44,758 (+)
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RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0064)
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<
Q
<
pel
<
<
@)
w
W
o
o
o
X
[
N}
@®
e
o
%]
&)
]
o<}
o
w
W
o
o
o
N
[
0
®
(o<}
[4)
o8]

o
X
0
%
~
~
o
o
(e}
[oN
~
o
o
w
v

. : 35, (+); 1-3,824 (+)
RM_Type_II_Type_I |_MTases_FAM_2 (CDS_0063)
5960 61 62 64 65 6667

~
©
N
ES
o
o
N
.:;

<
Q
<
g
C
<
(9]
wW
W
o
o
o
N
el
o
%
N
o
o
o
o
o
@
wW
W
[}
o
(@}
N
0
o
G
N
(9]
)

(@]
=
o
~0
~
w1
[oe]
=
(e}
O
=
N
N
W
W

|
;
b
! +
1
!

~
~
w

b (+);1-3.824 (+)
59 60 61 62 63 64 65 6667

S
o
ool
~
N

<
@)
<
el
C
<
G)
)
W
o
o
o
X
o
0
©
©
o
N
=
®
B
N
w
@
o
o
o
X
G
0
©
®
@
o

o
=
0
5
~
~
[eN
[
w
[oN
)
N
[
W
¢
~
~
w
i
o
~
N
o

()
RM_Type_ll__Type_ll_MTases_FAM_2 (CDS_0063)
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MGV-GENOME-0300887: 35,773-46,746 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0063)
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IMGVR_UViG_3300045988_043341|3300045988|Ga0495776_171996: 35,625-45,556 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0063)
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RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0063)
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RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0058)
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terminase small subunit (CDS_0032)
RM _Type_Il_Type_|l_MTases_FAM_0 (CDS_0042) terminase large subunit (CDS_0031)

44 43 41 40 39 38 3736 35 minor head protein (CDS_0027)
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RM_Type_ll_Type_ll_MTases_FAM_0 (CDS_0058)
MTase_I1_00107 Type (CDS_0063)
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IMGVR_UViG_3300045988_021730|3300045988|Ga0495776_015279:35,002-46,086 (+); 1-3,271 (+)
Lar-like restriction alleviation protein (CDS_0065)
69
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0063) |70 72
6061 62 64 | 66 6768| [71]73
N L A NN
uvig_197372:35,419-46,222 (+); 1-2,897 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0063) 69
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Lar-like restriction alleviation protein (CDS_0065)
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RM _Type_ll_Type_ll_MTases_FAM_2 (CDS_0056)
55 57 58 60
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uvig_879613:37,541-43,925 (+)
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uvig_379913:37,303-44,330 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0053)
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IMGVR_UViG_3300045988 _056211|3300045988|Ga0495776_098495: 34,502-45,595 (+)




