DNA binding protein (CDS_0027)

head protein (CDS_0017) metallo-protease (CDS:6025)
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tail length tape measure protein (CDS_0014) 15 \ 18 endolysin (CDS_0020) 21 22 24 26 28 29
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TemPhD_cluster_30382:8,900-25,811 (+)
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IMGVR_UViG_3300045988 164766|3300045988\Ga0495776 016925 8,309-26, 964( )
endolysin (CDS_0019) 20 2122 23 24
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TemPhD_cluster_33240:8,801-26,786 (+)
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IMGVR_UViG_2875013107_000002|2875013107|2875013107|985091-1023285:8,751-28,262 (+)
endolysin (CDS_0020)
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TemPhD_cluster_50552:8,556-26,754 (+)
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IMGVR_UViG_2565956739_000002|2565956739|2565987157|655367-693397:8,688-27,411 (+)
endolysin (CDS_( 0020)
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\MG\/R UViG_2900840742 OOOOOl|2900840742\2900840742|1042712 1080832 7, 738 28 018( )
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IMGVR_UViG_2606217756 OOOOO4|2606217756\2606255187|921010 958680 8, 565 26 784( )
endolysin (CDS_0022)
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2223

_--DI-—[E-C—MH

[ E——— — i —§ —— . — |
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endolysin (CDS_( 0019)
22 23 24
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IMGVR_UViG_3300012177. 000002|3300012177\630153943 1000078 8,310-26, 776( )
AbiD__AbiD (CDS_0020)
endolysin (CDS_0019) 2122 23 24 Ace (VF0355) (CDS_0025)

IMGVR_UVIG_2565956745_000001|2565956745]2565987350|47152-84909:8,309-28,816 (+)
AbiD__AbiD (CDS_0020)
endolysin (CDS_0019) 2122 23
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AbiD__AbiD (CDS_0020)
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