
IMGVR_UViG_3300012177_000002|3300012177|Ga0153943_1000078: 29,700-39,035 (+)

38 39 40
Holliday junction resolvase (CDS_0041)

42 43
MTase_II_00058 Type (CDS_0044)

45 46 47 tRNA-Trp(CCA) 48 49 50 51
HNH endonuclease (CDS_0052)

53

terminase small subunit (CDS_0054)

TemPhD_cluster_30382: 28,740-36,978 (+); 1-1,680 (+)

terminase large subunit (CDS_0001)MTase_II_00058 Type (CDS_0041) 42 43 44 46

IMGVR_UViG_2606217756_000004|2606217756|2606255187|921010-958680: 30,367-37,669 (+)

46 47
PD-T7-4__PD-T7-4 (CDS_0048)

49 50

IMGVR_UViG_2576861635_000002|2576861635|2576905380: 25,833-34,347 (+)

39 40 41 42 HNH endonuclease (CDS_0046)

IMGVR_UViG_2900840742_000001|2900840742|2900840742|1042712-1080832: 31,874-38,119 (+)

45 47 48 49

IMGVR_UViG_2565956737_000001|2565956737|2565987106|43482-77812: 28,307-34,329 (+)

42 43

IMGVR_UViG_2558860759_000001|2558860759|2558901899|45817-85483: 32,230-39,665 (+)

43 FS_HEPN_TM__TM (CDS_0045) 46 47

TemPhD_cluster_43253: 29,008-37,114 (+); 1-1,683 (+)

42 43 44 45 47

IMGVR_UViG_2531839256_000001|2531839256|2531880479|24034-64366: 33,497-40,331 (+)

42 43 44 47

IMGVR_UViG_2565956745_000001|2565956745|2565987350|47152-84909: 33,581-37,756 (+)

49

MGV-GENOME-0215140: 24,947-30,681 (+)

38 39 42

IMGVR_UViG_2585427835_000002|2585427835|2585471287|157634-196412: 30,570-38,777 (+)

43 46 47 48 49 50 51 52 57

TemPhD_cluster_50552: 30,327-38,439 (+); 1-1,683 (+)

45 46 47 48
cas2_I_II_III_IV_V_VI_13 (CDS_0050)

51 54

TemPhD_cluster_51170: 30,791-36,145 (+); 1-3,714 (+)

2 3
cas2_I_II_III_IV_V_VI_13 (CDS_0044)

45

TemPhD_cluster_33240: 29,676-38,050 (+); 1-1,707 (+)

43 44
DNA binding protein (CDS_0045)

46 47 48 49 55

IMGVR_UViG_2576861646_000001|2576861646|2576906207|48290-87761: 28,390-38,048 (+)

MTase_II_00157 Type (CDS_0042)
43 44 45 46 47 48 FS_HEPN_TM__TM (CDS_0050) 51

4000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene


