DNA binding protein (CDS_0027) RecT-like ssDNA annealing protein (CDS_0033) DnaD-like helicase loader (CDS_0035)
28 29 30 3132 exonuclease (CDS_0034) DnaC-like helicase loader (CDS_0036) 37
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TemPhD _cluster_30382:24,716-29,987 (+)
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IMGVR UVIG_2565956737_000001|2565956737|2565987106|43482-77812:22,616-28,576 (+)
35 36 exonuclease (CDS_0038) Holliday junction resolvase (CDS_0042)

e E—
TemPhD_cluster_50552:25,659-32,193 (+)

exonuclease (CDS_0037)
33 34 exonuclease (CDS_0036)

\MGVR UVIG_2558860674_000002|2558860674|2558898674|53950-89981: 24,317-30,896 (+)
exonuclease (CDS_0035) 40 41

TemPhD_cluster_51170:26,042-32,701 (+)
28 exonuclease (CDS_0030)
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MGV-GENOME-0215140:19,655-26,454 (+)
26 27 32

IMGVR_UViG_3300045988 164766|3300045988\Ga0495776 016925:24,816-31,571 (+)
2000 nt i
DNA, RNA and nucleotide metabolism unknown function




