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MGV-GENOME.0179260: 6.766-18071 (+)

e— |
MOV-GENOME-0177118: 6,766-17,758 (+)
endolysin (CDS_0017)
15 16 18holin (CDS_0019)

e [ —— ——  — —— T 1]
Ma_2019_SRR413584_NODE_%940_length_26178_cov_4.408491:6,766-19,696 (+)
PD-Lambda-1_PD-Lambda-1(CDS_0021)

tRNA-Thr(CGT)
capH (CDS_0020) PDC- s47 wp 148603747.1 (CDS_0029)
endolysin (CDS_0017) capP (CDS_0022)
15 16 1819 [ 23 24 25 Tzns 34

L~ —
mg_129632: 6,759-26,267 (+)
endolysin (CDS_0017)
15 16 1819 20 2122 PDC-S47 WP_148603747.1 (CDS_0023)

MGV-GENOME.0192968: 6.759-21,754 (+)
toxin-antitoxin system HicB-like (CDS_0020)
PD-Lambda-1_PD-Lambda-1 (CDS_0022)
capP (CDS_0023)
CDS_0021) ] 24 25 26

endolysin (CDS_0017)

15 16 18 19 toxin

e R —— R R S — I S S S S . —
IMGVR_UViG_3300029501_000097|3300029501|Ga0244796_100004|61809-94046: 6,768-25, 507( )

toxin-antitoxin system HicB-like (CDS_0019)
PD-Lambda-1_PD-Lambda-1 (CDS_0021)

16 capP (CDS_0022)
15 [17 18 toxin (CDS_0020) [ 23 24 25
[ e, ——— e L& 8 _____§ | & 2 ¢ ¢ |
MGV-GENOME-0217360: 6,768-24,771 (+)
toxin-antitoxin system HicB-like (CDS_0020)
PD-Lambda-1_PD-Lambda-1 (CDS_0022)
capH (CDS_0018) | capP (CDS_0023)
15 16 17 | 19 toxin (CDS_0021) | 24 25 26 31

MGV-GENOME-0268530: 6,762-28,051 (+)
toxin-antitoxin syste@icB—like (CDS_0020)
PD-Lambda-1_ PD-Lambda-1 (CDS_0022)

holin (CDS_0017) | capP (CDS_0023)
15 16  capH(CDS_0018) 19 toxin (CDS_0021) 24 25 26

|MGVR UViG_3300045988_171364|3300045988|Ga0495776_176748:6,762-28, 051( )
toxin-antitoxin system HicB-like (CDS_0021)
virion structural protein (CDS_0015) PD-Lambda-1_PD-Lambda-1 (CDS_0023)
16  holin (CDS_0019) L capP (CDS_0024) 27
T17 18 20 toxin (CDS_0022) [ 25 267282930
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IMGVR_UViG_3300045988_168916|3300045988|Ga0495776_061696:6,762-27,833 (+)
toxin-antitoxin system HicB-like (CDS_0017)
PD-Lambda-1_PD-Lambda-1 (CDS_0019)
capP (CDS_0020)
15 16 toxin (CDS_0018) [ 212223 26 30

—— 15— § | —§ —— " —" | —— ——— ]
MGV-GENOME-0205747: 6,762-23,849 (+)

transposasgﬁ:DS_OOlB) toxin-antitoxin system HicB-like (CDS_0024)
transposase (CDS_0017) toxin (CDS_0025)  capP (CDS_0028)
15 16 | | 19 20 21 UG17(CDS 0022) 23 | T 26 27 29 30 31 T33

uvig_27875:6,768-30,799 (+)
toxin-antitoxin system HicB-like (CDS_0014)
toxin (CDS_0015) ~ capP (CDS_0018)
8 9 13 [T 16 17 T 19 2021T23

L 1. . ¢ | &8 & _° o ' _§ | |
MGV-GENOME-0196899: 5,764-20,845 (+)
toxin-antitoxin system HicB-like (CDS_0017)
capP (CDS_0021) 24

15 16 19 20 22 2372526 PDC-547 WP_148603747.1 (CDS_0027)
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©

uvig_242894: 6,758-24,737 (+)
toxin-antitoxin system HicB-like (CDS_0017)
capP (CDS_0021) 25
15 16 18 19 20 | 22 23 24 [2627 29
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toxin-antitoxin system HicB-like (CDS_0024)
21 capP (CDS_0028) 33
15 1617 18 19 20 T22 23 25 26 27 29 30 3132 T34 35
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uvig_53182:6,762-29,651 (+)
holin (CDS 0019)
endolysin (CDS _( 0017)
15 16 18| 20 21 22 23 Tzs

MGV-GENOME-0202926: 6,768-21,915 (+)
holin (CDS_0019)
endolysin (CDS 0017) 21

15 16 18| 20 [22

T S B W i S S S . —
MGV-GENOME-0195806: 6,768-20,649 (+)

toxin-antitoxin system HicB-like (CDS_0022)
holin (CDS_0019)
endolysin (CDS_0017) toxin (CDS_0023) capP (CDS_0026) 30
15 16 18| 20 21 | T 24 25 ] 27 28 29 [31

oy T ——————— Tl ettt ——
MGV-GENOME-0229837:6,768-26,706 (+)
toxin-antitoxin system HicB-like (CDS_0021)
holin (CDS_0019)
endolysin (CDS_0017) toxin (CDS_0022) capP (CDS_0025)
15 16 18| 20 | T 23 24 | 26 27 28T30

e ———————————————. | I L & L & | . . & 2 ' ¥ |
MGV-GENOME-0227851: 6,768-26,323 (+)
toxin-antitoxin system HicB-like (CDS_0024)
holin (CDS_0019)
endolysin (CDS_0017)
toxin (CDS_0025) capP (CDS_0028) 32
15 16 3‘276(272 23 | T 26 27 "] 29 30 31 [33

L —————— e RN {1 N 1 | & § & ' B}
IMGVR_UViG_3300045988_148879|3300045988|Ga0495776_104167:6,768-27.070 (+)
toxin-antitoxin system HicB-like (CDS_0021)
PD-Lambda-1_PD-Lambda-1 (CDS_0023)
holin (CDS_0019) ‘
endolysin (CDS_0017) capP (CDS_0024) 27
15 16 18| 20 toxin (CDS_0022) ] 25 26728 29 34

e ———————————————~—~——————————
MGV-GENOME-0228955: 676926532 (+)
9000 nt i
head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA
— L] I




