HEase_00016 homing (CDS_0027)
Menshen_ NsnA (CDS_0024)
tRNA-Undet(NNN)

tail length tape measure protein (CDS_0018) 30|
tail protein (CDS_0019) 22 29
17 20 21[23 | 2526| 283132

|

uvig_321830: 9,613-24,142 (+)
2223

— — -
MGV-GENOME-0308207: 9,613-22,448 (+)

2122

MGV-GENOME-0311584:9,613-21,939 (+
Menshen_ NsnA (CDS_0025)
23
21 22724 | 26

|
’4

- IEEEESSS——— . - i
IMGVR_UViG_3300029815_000507|3300029815|Ga0244882_1000250|1-52490: 9,613-25,690 (+)

toxin (CDS_0015) 20 2122 23 24

am - Eme e
Han_2018 ERR1398181 NODE 91 length_50742_cov_14.992858:9,413-26,246 (+)
22 25
21] 23 2426

MGV-GENOME-0309717:9,592-24,347 (+)
26
212223 24 25 [27

L~ ————————t el
MGV-GENOME-0309611:9,592-25,807 (+
PD-Lambda-2_A_WP_029458229.1 (CDS_0028)
anti-NARP (APIS138) (CDS_0023) 34
2122 24 25 26 27 293031 32 33735

I%

;/ig,244436: 9,592-36,149 (+)

22
15 20 21723
D DDA
L N T ——————t el
ivig_309:8,973-20,919 (+)
36
27 30 34 [37 40

2324 2526 28 293132 33 35| [3839 [41

- L Rl [ & | B _§ BN | ]
uvig_283884:10,232-34,453 (+)
amidase (CDS_0029)
22 25 28 33 36
21 [2324] 26 27] 30313273435 [37

|
—
|
i

—_— I (N S S
GVR_UViG_2904882737_000002|2904882737|2904882814|22491-82052: 9,613-32,762 (+)
amidase (CDS_0029) PD-Lambda-2_A_WP_029458229.1 (CDS_0036)
2 25 28 38 41
21 [2324] 26 27] 3031 32 33 34 35 3739 40 [42

=i

f |
\
——

<
[
%)
o)
Ne)
o
-
w
IS
o
[
~
&)
=z

22 25 28 Menshen__NsnA (CDS_0036)
21 [2324] 26 272930 31 3233 3435 | 37

- | . LB ]
74 (+

— | N
GVR_UViG_3300045988_147447|3300045988|Ga0495776_020269: 9,613-34,074 (+)
23 26 29  PD-Lambda-2_A_WP_029458229.1 (CDS_0036)
22 [2425] 27 283031323334 35 [373839 40 414243

zh

-
uvig_220682:9,657-38,400 (+)

24
tail length tape measure protein (CDS_0019) |25 28 31
23[[2627] 29 308233

AN . B N N R B . .
IMGVR_UViG_3300045988_123873|3300045988|Ga0495776_163008: 9,871-28,390 (+)
2223 26 29
217 24257 27 28] 30

MGV-GENOME-0328035: 961327867 ()
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (CDS_0031)
PD-Lambda-2_A_WP_029458229.1 (CDS_0038)
Copper exporter (VF0849) (CDS_0029) Meﬁshen_NsnA (CDS_0042)
23 anti-NARP (APIS138) (CDS_0033) 40
21 22 2425 26 27 28 30 | 32 34 35 36 37 3941 | 43

%
4

-

4‘

- - 0 ' [ 572 | B 8§ | 5 ;B8 — "I ;BN []
uvig_245982:9,613-48,057 (+)
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (CDS_0031)
Copper exporter (VF0849) (CDS_0029) PD-Lambda-2_A_WP_029458229.1 (CDS_0038)
22 27 anti-NARP (APIS138) (CDS_0033) 40
21 23 24 25 26 [28 30 | 32 34 35 36 37 39 41 42

\
\
4

- R T —  —[ — — | ;4 —®§ | | ——§ —"—— [ "'§—— § ;4 "}
uvig_323185:9,613-46,565 (+)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (CDS_0037)
PD-Lambda-2_A WP_029458229.1 (CDS_0044)
Copper exporter (VF0849) (CDS_0035) Menshen_ NsnA (CDS_0048)
24 26 29 anti-NARP (APIS138) (CDS_0039) 46
23[25] 27 2830 31 32 33 34 36 38 40 41 42 43 4547 | 49

4
-+
%
4‘

.
uvig_230024:9,871-49,485 (+)

amidase (CDS_0030) RtcR_PspF2--CARF_AAA HTH_MK_CARF_00012586 (CDS_0045)
22 33 Copper exporter (VF0849) (CDS_0043) PD-Lambda-2 A WP_029458229.1 (CDS_0052)
23 26 29| 32 36 41 anti-NARP (APIS138) (CDS_0047) 58
21([2425] 27 28 |31](34 35 37 38 39 40 [42 44 | 46 | 48 49 50 51 535455 56 57 [59

WVig.132069: 9.613 56489 (+)
RtcR_PspF2--CARF_AAA HTH_MK_CARF_00012586 (CDS_0040)
Copper exporter (VF0849) (CDS_0038) PD-Lambda-2 A WP_029458229.1 (CDS_0047)
2 25 28 31 36 anti-NARP (APIS138) (CDS_0042) 53
21 [2324] 26 27293032 33 34 35 [37 39 | 4 43 44 45 46 484950 51 52 [54

\
\
%

- W —— N S S S S B S S S S E—— I S — —
uvig_231787:9,592-54,404 (+)

18 22 23 24 25 26 27282930

L ————————————————
MGV-GENOME-0334165:9,369-33,337 (+)

F——10000 nt ——
lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA
— —_— I




