homing endonuclease (CDS_0013)

terminase large subunit (CDS_0001) protease (CDS_0003) endonuclease (CDS_0007) major head protein (CDS_0010)
portal protein (CDS_0002) 4 56 8 9 11 12 14 15 16

uvig 430680: 1-14,156 (+)
protease (CDS_0003) 4 major head protein (CDS_0008) 9 homing endonuclease (CDS_0010)
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uvig_91985:1-14,866 (+)
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MGV-GENOME-0365101: 1-15,674 (+)
homing endonuclease (CDS_0008)
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SAMEA2737802_al _ct28204:2,613-14,522 (+)
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uvig_171240:2,583-15,286 (+)

o
=
o

uvig_526788:1,506-15,014 (+)
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MGV-GENOME-0363672:1-14,233 (+)
homing endonuclease (CDS_0009)

MGV-GENOME-4433582: 1-14,699 (+)
homing endonuclease with GIY-YIG motif (CDS_0010)

MGV-GENOME-0362649:2,610-15,825 (+)
homing endonuclease with GIY-YIG motif (CDS_0009)

MGV-GENOME-0363014: 1-14,182 (+)
homing endonuclease with GIY-YIG motif (CDS_0010)
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MGV-GENOME-0363504: 1,506-14,791 (+)
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MGV-GENOME-0362817: 1,506-15,171 (+)
homing endonuclease (CDS_0010)

MGV-GENOME-0355536: 1,506-14,740 (+)
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MGV-GENOME-0362833: 1,506-15,161 (+)
homing endonuclease (CDS_0009)

5
. ——————[——§ > — ——— |} ——————— |

MGV-GENOME-0362824: 1-13,042 (+)
homing endonuclease (CDS_0008)

MGV-GENOME-0361526: 1-12,493 (+)
3 homing endonuclease (CDS_0010)

MGV-GENOME-0362468: 1,476-14,012 (+)
5 homing endonuclease (CDS_0008)

MGV-GENOME-0341820:2,610-13,521 (+)
homing endonuclease (CDS_0008)
10 11 15

uvig_167808:1-12,859 (+)
3 5 homing endonuclease with GIY-YIG motif (CDS_0009)

MGV-GENOME-0365829: 1-14,133 (+)
protease (CDS_0003) homing endonuclease (CDS_0009)

uvig_463644:1-14,133 (+)
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homing endonuclease (CDS_0010)12

MGV-GENOME-0362314: 1,506-14,717 (+)
4 6 homing endonuclease (CDS_0010)
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MGV-GENOME-0362140:2,610-14,427 (+)
homing endonuclease (CDS_0011)

MGV-GENOME-0348282:8,265-15,851 (+)
homing endonuclease (CDS_0011)

MGV-GENOME-0321751:8,211-16,199 (+)
11

MGV-GENOME-0361232: 5,838-13,699 (+)
11 12

MGV-GENOME-0361678:7,090-14,637 (+)
homing endonuclease (CDS_0011)

uvig 197763:7,136-14,740 (+)
homing endonuclease (CDS_0011)

MGV-GENOME-0365751:8,256-16,385 (+)
homing endonuclease (CDS_0011)

uvig 354723:7,662-16,218 (+)
homing endonuclease (CDS_0011)

MGV-GENOME-0362935: 6,244-13,576 (+)

homing endonuclease (CDS_0012) 17
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uvig_429148:5,937-17,012 (+)

homing endonuclease (CDS_0012) 13  homing endonuclease (CDS_0014)

uvig_195186:7,165-15,894 (+)
11

=
o

L e e~ —————
MGV-GENOME-0366217:7,411-17,579 (+)
homing endonuclease (CDS_0009) homing endonuclease (CDS_0012)
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MGV-GENOME-0364776:2,778-17,166 (+)

5 homing endonuclease (CDS_0009)

uvig 539694:1-14,234 (+)
homing endonuclease (CDS_0010)

uvig_355157:1,809-16,181 (+)

MGV-GENOME-0362055: 1,476-15,445 (+)
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uvig_63800: 1,476-15,445 (+)
DarB-like antirestriction (CDS_0101) major head protein (CDS_0008)
100 terminase large subunit (CDS_0001) 7 homing endonuclease (CDS_0009)

uvwg 131149:96,414-98,686 (+); 1-14,577 (+)

major head protein (CDS_0018)
11 12 13 14 1516 17 homing endonuclease (CDS_0019) 24

uv\g 161796:6,121-21,182 (+)
14 17 18

uvwg 121820: 8,464-20,690 (+)

NC 055893.1:4,661-16,943 (+)

MGV-GENOME-0358959:8,374-21,268 (+)
homing endonuclease (CDS_0014)

MGV-GENOME-0367122:8,447-19,842 (+)
8 9 10 homing endonuclease (CDS_0015)
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MGV- GENOME 0365359:8,090-20,306 (+)
HEase_00030 homing (CDS_0003) 10 11

MGV-GENOME-0366973: 1,506-19,073 (+)
3 4
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10 homing endonuclease (CDS_0011)

MGV-GENOME-0366562:1-17,212 (+)
7000 nt {
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC)
I L]




