
uvig_92062: 82,853-92,582 (+)

69 70 71 72 73 74 75
tRNA-Leu(TAA)

76 77 78 79 80 81
thymidylate synthase (CDS_0082)

83 84

dATP / dGTP pyrophosphohydrolase (CDS_0085)

86

uvig_323982: 60,707-70,120 (+)

66 67 68

MGV-GENOME-0365861: 83,986-93,567 (+)

79 80 81 82 84 89

uvig_570347: 82,213-91,215 (+)

75 77 78 79 80

MGV-GENOME-0349485: 62,548-71,443 (+)

60 61 62

MGV-GENOME-0362941: 80,965-89,960 (+)

81 82 84

uvig_539694: 79,507-88,093 (+)

75

MGV-GENOME-0362140: 80,245-89,055 (+)

79 80

MGV-GENOME-0360722: 77,703-86,553 (+)

78 79 81

MGV-GENOME-0365751: 84,006-93,569 (+)

83 84 85 91

MGV-GENOME-4433504: 80,263-90,315 (+)

75 76 77 78 79

MGV-GENOME-0352642: 65,263-74,687 (+)

65 66 67 68 69

MGV-GENOME-0363790: 81,512-91,170 (+)

78 79 80 81

uvig_388600: 81,512-91,170 (+)

78 79 80 81 thymidylate synthase (CDS_0086)

MGV-GENOME-0362833: 81,733-89,900 (+)

79 80 81 86

MGV-GENOME-0341820: 54,150-61,352 (+)

63 68 69 70 76

uvig_111796: 79,904-89,017 (+)

79 80 82 87

MGV-GENOME-0326845: 43,253-51,239 (+)

60 61

MGV-GENOME-0363256: 82,531-90,647 (+)

83 84

MGV-GENOME-0365032: 80,886-90,306 (+)

76 77 78 80

MGV-GENOME-0362468: 80,676-88,876 (+)

77 78

MGV-GENOME-0359710: 76,989-84,900 (+)

75 76 78

uvig_190060: 72,510-80,421 (+)

71 72 74

uvig_120529: 81,890-91,038 (+)

79 80 81

uvig_97466: 84,338-92,470 (+)

79 80

MGV-GENOME-0361526: 78,469-87,127 (+)

75 76

MGV-GENOME-0361693: 78,972-88,198 (+)

78 79 80

MGV-GENOME-0348282: 60,203-69,704 (+)

58 59 60 61

MGV-GENOME-0358994: 74,260-82,822 (+)

71 72

uvig_384633: 63,426-72,097 (+)

57 58

uvig_535257: 43,131-51,389 (+)

55 56

MGV-GENOME-0358565: 74,608-82,967 (+)

72 73 74 76

MGV-GENOME-0363652: 81,083-90,103 (+)

77 78 79 80

MGV-GENOME-0365400: 82,778-91,888 (+)

74 75 76

MGV-GENOME-0362661: 80,288-89,768 (+)

78 79 80

MGV-GENOME-0360770: 76,242-85,313 (+)

77 78 79

MGV-GENOME-0367714: 86,328-95,233 (+)

78 79

MGV-GENOME-0366091: 84,315-92,917 (+)

76 77 78

SAMEA2737802_a1_ct28204: 84,050-92,384 (+)

79 80 81

MGV-GENOME-0363544: 81,740-90,734 (+)

77 78 79

MGV-GENOME-0361888: 79,805-87,482 (+)

78

uvig_308088: 82,161-91,287 (+)

76 77 78

MGV-GENOME-0365101: 83,586-90,972 (+)

79

MGV-GENOME-0362083: 80,589-88,097 (+)

80

uvig_225290: 80,740-89,056 (+)

77 78 79

uvig_195136: 82,888-90,970 (+)

82 83

MGV-GENOME-0362767: 81,991-89,859 (+)

82

MGV-GENOME-0321751: 40,310-48,691 (+)

49 50

MGV-GENOME-0360803: 77,666-85,966 (+)

78

uvig_171240: 80,766-89,116 (+)

75 77

MGV-GENOME-4433582: 82,009-90,897 (+)

80 HNH endonuclease (CDS_0081)

uvig_158250: 83,354-92,455 (+)

74 79 80 81

MGV-GENOME-0355536: 71,105-79,464 (+)

56 61 62 63

MGV-GENOME-0361911: 78,979-88,454 (+)

77 78 79 80

uvig_126415: 81,032-89,983 (+)

76 77 78

SRS046717_a1_ct8091: 83,459-92,959 (+)

77 78 79

MGV-GENOME-0358245: 79,778-87,498 (+)

76 77 78

MGV-GENOME-0364574: 83,518-92,309 (+)

79 80 81 84 85

uvig_197763: 79,553-88,554 (+)

77 78 79 dATP / dGTP pyrophosphohydrolase (CDS_0084)

MGV-GENOME-0361901: 80,330-88,739 (+)

77

MGV-GENOME-0362711: 81,973-89,375 (+)

75 79 80 82 83 84

uvig_526788: 46,154-54,143 (+)

60 61 62 63 69

MGV-GENOME-0362649: 81,245-90,313 (+)

76 81 82 83 84

MGV-GENOME-0353347: 68,625-77,001 (+)

68 69 70 71

MGV-GENOME-0363760: 82,493-91,732 (+)

78 79 81 82 83 84

MGV-GENOME-0362935: 80,889-89,658 (+)

83 84 85

uvig_33421: 82,538-91,612 (+)

83 84 85

MGV-GENOME-0364292: 83,092-92,417 (+)

84 85 86

MGV-GENOME-0363885: 83,176-91,025 (+)

82 83 84

uvig_418203: 84,149-92,382 (+)

82 83

uvig_252157: 83,751-92,308 (+)

78 79

MGV-GENOME-0366372: 84,201-92,954 (+)

83 84 85

uvig_240094: 81,962-89,864 (+)

78 79 80

MGV-GENOME-0352690: 66,733-75,144 (+)

66 67 68

MGV-GENOME-0366103: 84,176-92,988 (+)

74 80 81

MGV-GENOME-0359384: 74,908-84,366 (+)

72 73 74 75 79

MGV-GENOME-0353984: 68,966-77,622 (+)

63 64 65 67

MGV-GENOME-0362824: 81,364-90,529 (+)

80 81 82 84 87

MGV-GENOME-0364588: 84,768-92,419 (+)

77 82 83 84 86 91

MGV-GENOME-0364139: 84,749-91,884 (+)

82 83

MGV-GENOME-0363726: 83,424-92,036 (+)

84 85 86 90

MGV-GENOME-0364932: 85,092-93,181 (+)

81 82

MGV-GENOME-0367122: 87,358-96,727 (+)

85 86 87 88 92

MGV-GENOME-0365359: 87,559-94,646 (+)

81 86 87

MGV-GENOME-0366562: 86,813-95,898 (+)

88 89 90 91 93 96 98

MGV-GENOME-0367035: 87,485-96,703 (+)

84 85 86

MGV-GENOME-0365979: 87,378-94,465 (+)

83 84 89

uvig_223682: 69,439-76,041 (+)

64 69

MGV-GENOME-0366973: 85,406-96,305 (+)

86 87 88 89 90 91 92

MGV-GENOME-0351249: 64,811-74,079 (+)

76 77 78 79

uvig_429148: 84,323-92,559 (+)

81 82

MGV-GENOME-0350033: 64,633-72,645 (+)

66 67 68

uvig_333158: 60,346-68,172 (+)

65 66

uvig_147115: 83,975-91,965 (+)

75 77 78 79

MGV-GENOME-0365031: 85,110-93,336 (+)

77 78 79

MGV-GENOME-0363780: 83,913-91,878 (+)

75 76 77 78

uvig_332228: 83,085-90,571 (+)

79

uvig_327700: 82,588-91,505 (+)

75 76 77 85

MGV-GENOME-0364710: 85,400-94,373 (+)

75 76 77 85

uvig_215503: 45,826-52,416 (+)

54

MGV-GENOME-0315140: 39,566-46,167 (+)

52

uvig_517212: 87,205-94,349 (+)

78 82 83

4000 nt

DNA, RNA and nucleotide metabolism unknown function tRNA


