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MGV-GENOME-0362824:21,647-36,971 (+)
9 16

I N I N e S I S —

MGV-GENOME-0352690:7,407-22,810 (+)

29 30 3132

BN N I e e e e e
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MGV-GENOME-0367714: 28,868-44,004 (+)
23 30 31

I I I N N [ s S
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