
NC_055897.1: 28,391-59,892 (+)

28 29

virion structural protein (CDS_0030)

31 32

homing endonuclease (CDS_0033)
virion structural protein (CDS_0034)

35 36 37 38 39 40

uvig_159403: 7,413-38,829 (+)

13 14 homing endonuclease (CDS_0017)

MGV-GENOME-0366635: 29,584-62,994 (+)

32 33 34 35 38

uvig_299645: 36,437-70,038 (-)

homing endonuclease (CDS_0066)

uvig_235481: 30,135-63,341 (+)

homing endonuclease (CDS_0040)

uvig_157074: 28,710-62,060 (+)

homing endonuclease (CDS_0036)

uvig_196844: 28,439-60,296 (+)

33 homing endonuclease (CDS_0038) 46

uvig_300114: 31,983-62,655 (+)

38

MGV-GENOME-0366554: 29,979-62,708 (+)

34 40

MGV-GENOME-0363872: 26,767-59,316 (+)

29 36 37

Draper_2018_SRR6914108_NODE_2_length_97199_cov_648.488255: 25,935-59,438 (+)

27 28 29 35 homing endonuclease (CDS_0036)

uvig_207081: 28,353-60,249 (+)

33 39 43 44 45

uvig_250258: 28,649-40,015 (+)

HEase_00016 homing (CDS_0034)
homing endonuclease (CDS_0037)

uvig_190595: 28,729-41,415 (+)

HEase_00016 homing (CDS_0037)

uvig_13919: 28,304-41,883 (+)

37 39

MGV-GENOME-0352071: 8,542-21,454 (+)

18

MGV-GENOME-0367840: 29,605-42,414 (+)

38

SAMN11893776_a1_ct2938: 27,024-61,010 (+)

36 39 40 41 42 43

MGV-GENOME-0366562: 28,309-42,795 (+)

HEase_00016 homing (CDS_0033)
34 35 3637 43

MGV-GENOME-0350033: 29,636-41,774 (+)

30 31 3233

MGV-GENOME-0366281: 31,009-43,731 (+)

HEase_00016 homing (CDS_0033)
34 35 3637

MGV-GENOME-0363528: 27,438-41,359 (+)

28 29 30 31

MGV-GENOME-0363780: 28,008-40,180 (+)

29 30 31 32

uvig_470362: 26,675-41,287 (+)

29 30 31 32 homing endonuclease (CDS_0035)

MGV-GENOME-0365031: 28,262-40,400 (+)

29 30 3132

uvig_121820: 30,065-44,695 (+)

31 32 3334 38

uvig_225428: 28,262-40,400 (+)

29 30 3132

MGV-GENOME-0367464: 30,036-63,719 (+)

34
HEase_00006 homing (CDS_0038)

39 43 44

uvig_517212: 28,448-61,212 (+)

34

MGV-GENOME-0367035: 29,395-63,078 (+)

HEase_00006 homing (CDS_0037) 38

MGV-GENOME-0364588: 29,605-42,536 (+)

33 34

uvig_223682: 8,209-26,369 (+)

8 9 10 11 14 15 1617

MGV-GENOME-0361323: 26,910-38,946 (+)

32 33

uvig_93578: 28,229-40,265 (+)

29 30

MGV-GENOME-0364932: 30,852-42,904 (+)

33 34 37

uvig_147115: 28,684-39,216 (+)

31

uvig_332228: 27,716-39,714 (+)

32

MGV-GENOME-0362991: 24,870-36,427 (+)

27 28 31

MGV-GENOME-0362990: 24,870-36,427 (+)

27 30

MGV-GENOME-0362824: 21,647-36,971 (+)

22 23 24
tail protein (CDS_0025)

26 27 28 30

MGV-GENOME-0352690: 7,407-22,810 (+)

9 16

MGV-GENOME-0365118: 23,302-40,098 (+)

29 30 31 32

uvig_142294: 22,920-40,725 (+)

31 32 33 34

MGV-GENOME-0366091: 24,893-42,661 (+)

23 30 31 32 33

MGV-GENOME-0362661: 20,388-37,697 (+)

peptidase
19 27 28 29

MGV-GENOME-0368323: 34,179-53,031 (-)

HEase_00006 homing (CDS_0027)303132
HEase_00016 homing (CDS_0033)

40

MGV-GENOME-0365516: 23,164-42,016 (+)

HEase_00016 homing (CDS_0031)
32 33 34

MGV-GENOME-0365519: 23,109-43,989 (+)

HEase_00016 homing (CDS_0031)
32 33 34 38 39

MGV-GENOME-0367714: 28,868-44,004 (+)

32 33

MGV-GENOME-0359518: 19,528-34,248 (+)

23 30 31

uvig_354723: 25,113-41,991 (+)

31 32 33 34

MGV-GENOME-0361950: 22,781-38,862 (+)

30

MGV-GENOME-0364776: 25,247-42,301 (+)

30 3132

MGV-GENOME-0362833: 23,710-39,238 (+)

RT_III-AM_III-B_2 (CDS_0028)
31

MGV-GENOME-0362140: 20,957-38,301 (+)

30 31 32

MGV-GENOME-0362553: 23,829-39,191 (+)

31

uvig_225290: 24,287-38,673 (+)

26 27 30

MGV-GENOME-4434078: 25,538-43,991 (+)

HEase_00016 homing (CDS_0034)
35 36 3738

uvig_429148: 22,704-41,531 (+)

24
HEase_00016 homing (CDS_0030)

31 32 3334

MGV-GENOME-0366806: 24,525-44,758 (+)

25
HEase_00016 homing (CDS_0031)

32 33 3435

MGV-GENOME-0365000: 25,514-42,780 (+)

27
icity0040 RT (CDS_0029)

HEase_00016 homing (CDS_0032)

33 34 3536

MGV-GENOME-0365819: 25,523-44,878 (+)

28

HEase_00016 homing (CDS_0034)

35
36

373839

uvig_242756: 22,946-40,552 (+)

28 29 3031

uvig_251238: 20,845-38,737 (+)

21 27 28 2930

uvig_308379: 22,790-41,321 (+)

30 31 32 33

uvig_333158: 23,123-41,031 (+)

29 30 31 32

MGV-GENOME-0363798: 22,507-38,345 (+)

30 31

uvig_542611: 23,911-37,657 (+)

22 23 24 29

uvig_463644: 22,698-42,197 (+)

tail protein (CDS_0026) 29 30 31 32 virion structural protein (CDS_0037)
virion structural protein (CDS_0038)

MGV-GENOME-0363256: 24,856-39,648 (+)

27 28 29 31 34 35

MGV-GENOME-0362711: 22,002-37,724 (+)

26
virion structural protein (CDS_0027)

31

MGV-GENOME-0361911: 22,737-36,384 (+)

24 25
virion structural protein (CDS_0026)

30

MGV-GENOME-0363174: 23,663-38,090 (+)

3031

MGV-GENOME-0359408: 16,618-32,868 (+)

18 19 20 25 26

MGV-GENOME-0359198: 16,267-32,516 (+)

21 25 26

uvig_33421: 22,284-39,201 (+)

25 26
virion structural protein (CDS_0027)

HEase_00016 homing (CDS_0031)

32

MGV-GENOME-0358565: 19,519-32,678 (+)

20 22 HEase_00016 homing (CDS_0026)

MGV-GENOME-0362649: 23,288-37,401 (+)

24 25 HEase_00016 homing (CDS_0029)

SRS046717_a1_ct8091: 23,402-39,728 (+)

25
HEase_00016 homing (CDS_0028)

29

MGV-GENOME-0363885: 27,511-54,343 (+)

33 HEase_00006 homing (CDS_0036)

MGV-GENOME-0362817: 26,921-53,132 (+)

34

uvig_418203: 28,663-55,403 (+)

35

MGV-GENOME-0349485: 6,383-33,672 (+)

HEase_00006 homing (CDS_0014)

MGV-GENOME-0364017: 27,582-39,176 (+)

31 32 33

uvig_384633: 10,258-21,428 (+)

11 12 13

MGV-GENOME-0362314: 29,021-38,959 (+)

34

MGV-GENOME-0362083: 26,738-37,241 (+)

29 30

MGV-GENOME-0361526: 26,308-36,041 (+)

28

uvig_122592: 27,747-38,884 (+)

30 31 32

MGV-GENOME-0354981: 27,687-39,804 (+)

31 32 33 34

MGV-GENOME-0365751: 24,938-41,392 (+)

HEase_00016 homing (CDS_0032)
33 34 35

uvig_246079: 21,788-38,103 (+)

22 26 29 30 31 32

uvig_29596: 22,350-38,322 (+)

HEase_00016 homing (CDS_0030)
31 32 33

MGV-GENOME-0353984: 7,687-26,187 (+)

virion structural protein (CDS_0009)
HEase_00016 homing (CDS_0013)

14 15 16

MGV-GENOME-0364292: 23,748-39,838 (+)

24
HEase_00016 homing (CDS_0030)

31 32 33

uvig_252157: 22,300-40,466 (+)

24 29 30 31

MGV-GENOME-0363652: 20,851-38,592 (+)

24 2829 30 31

MGV-GENOME-0360803: 21,579-35,098 (+)

27 28 29

IMGVR_UViG_3300029744_000001|3300029744|Ga0245161_100202: 20,656-36,558 (+)

23 27 28

MGV-GENOME-0359710: 20,728-34,258 (+)

26 27

MGV-GENOME-0362960: 21,315-36,922 (+)

3031 32 33

uvig_329722: 21,226-36,835 (+)

2829 30 31

uvig_70628: 22,759-39,119 (+)

3132 33 34

uvig_291901: 23,772-39,064 (+)

28 31
32

33 34

MGV-GENOME-0363758: 23,772-39,119 (+)

26 31
32

33 34

MGV-GENOME-0362072: 23,061-38,290 (+)

26 30

uvig_63800: 23,116-38,345 (+)

30

uvig_195136: 23,191-39,060 (+)

34

MGV-GENOME-0361678: 21,629-36,644 (+)

virion structural protein (CDS_0026)
30 3132 33 HEase_00030 homing (CDS_0036)

MGV-GENOME-0360722: 21,890-34,827 (+)

26 27 30

IMGVR_UViG_3300029514_000166|3300029514|Ga0244787_100127|18474-141342: 1-34,205 (+)

terminase large subunit (CDS_0001)
2

head maturation protease (CDS_0003)

4 5 6 7 8 9 10 11
HNH endonuclease (CDS_0012)

13 14 15 16 17 18 19 20 21 22
23

endolysin (CDS_0024)
virion structural protein (CDS_0025)

26

10000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)


