
uvig_29596: 61,693-74,276 (+)

48 49 50 51 52 53
homing endonuclease (CDS_0054)

55 56 57 58
tRNA-Arg(TCT)

59 60 61 62

MGV-GENOME-4434044: 65,954-77,959 (+)

DNA polymerase (CDS_0055) 56 57 63

MGV-GENOME-0363108: 61,845-73,360 (+)

50

uvig_539814: 62,106-74,712 (+)

DNA polymerase (CDS_0051)
HEase_00030 homing (CDS_0052)

53 54

uvig_69462: 60,627-73,889 (+)

47 DNA polymerase (CDS_0051)
HEase_00030 homing (CDS_0052)

53 54

MGV-GENOME-0365751: 64,750-77,126 (+)

56
HEase_00030 homing (CDS_0057)

58

MGV-GENOME-0362711: 62,043-74,479 (+)

52
HEase_00030 homing (CDS_0053)

54 55 59

MGV-GENOME-0362314: 62,022-74,502 (+)

54
HEase_00030 homing (CDS_0055)

56

uvig_88345: 63,289-75,734 (+)

51 DNA polymerase (CDS_0055)
DNA polymerase (CDS_0056)

57

MGV-GENOME-0363174: 61,385-75,051 (+)

53 54 55 59

MGV-GENOME-0362935: 59,822-73,402 (+)

endonuclease (CDS_0051)
52 54

homing endonuclease (CDS_0055)
56 57

MGV-GENOME-0361888: 60,236-70,374 (+)

50
HEase_00030 homing (CDS_0051)

52 53

MGV-GENOME-0349485: 43,222-53,129 (+)

DNA polymerase (CDS_0033)
HEase_00030 homing (CDS_0034)

35

uvig_142294: 63,830-73,961 (+)

DNA polymerase (CDS_0054)
HEase_00030 homing (CDS_0055)

56 57

MGV-GENOME-0362824: 60,634-71,358 (+)

51
HEase_00030 homing (CDS_0052)

53 54

MGV-GENOME-0345197: 37,627-47,721 (+)

DNA polymerase (CDS_0032)
HEase_00030 homing (CDS_0033)

34 35

MGV-GENOME-0360637: 59,586-68,644 (+)

50
HEase_00030 homing (CDS_0051)

52 53

MGV-GENOME-0363672: 62,680-73,551 (+)

53
homing endonuclease (CDS_0054)

55

uvig_409273: 58,146-68,630 (+)

DNA polymerase (CDS_0049)
50 51 52 53 54

uvig_526788: 27,196-36,107 (+)

DNA polymerase (CDS_0034)

MGV-GENOME-0340239: 32,559-42,576 (+)

32 homing endonuclease (CDS_0033)

uvig_524281: 46,761-56,593 (+)

DNA polymerase (CDS_0043)

MGV-GENOME-0359518: 57,975-67,155 (+)

51 52

uvig_527832: 13,644-23,047 (-)

252627

MGV-GENOME-4433582: 63,255-72,501 (+)

DNA polymerase (CDS_0053) 54 55

MGV-GENOME-0368323: 1,415-10,186 (-)

789

MGV-GENOME-0365516: 66,009-75,436 (+)

55 56 57

MGV-GENOME-0341107: 17,237-27,296 (-)

33
homing endonuclease (CDS_0034)

35

MGV-GENOME-0353984: 49,558-59,613 (+)

36
homing endonuclease (CDS_0037)

38

MGV-GENOME-0361639: 59,477-69,609 (+)

51 52 53 54

uvig_97466: 64,970-75,258 (+)

DNA polymerase (CDS_0051)

homing endonuclease (CDS_0052)
DNA polymerase (CDS_0053)

54

MGV-GENOME-0352642: 44,659-55,740 (+)

37
homing endonuclease (CDS_0038)

39 40

uvig_111796: 60,587-70,478 (+)

DNA polymerase (CDS_0052)
53

homing endonuclease (CDS_0054)

55

uvig_195136: 62,928-73,558 (+)

DNA polymerase (CDS_0055)
HNH endonuclease (CDS_0056)

57 DNA polymerase (CDS_0058)

MGV-GENOME-0360803: 58,146-68,234 (+)

49 50 51 52 53

MGV-GENOME-0362960: 59,164-71,347 (+)

DNA primase (CDS_0047) 49 54
HEase_00030 homing (CDS_0055)

56 57

SAMEA2737802_a1_ct28204: 62,551-74,761 (+)

DNA polymerase (CDS_0052)

HEase_00030 homing (CDS_0053)
DNA polymerase (CDS_0054)

55

MGV-GENOME-0362083: 59,033-71,250 (+)

51
HEase_00030 homing (CDS_0052)

53 54

MGV-GENOME-0359710: 56,335-67,662 (+)

43 47
HEase_00030 homing (CDS_0048)

49 50

uvig_329722: 59,077-73,803 (+)

DNA polymerase (CDS_0052)
HEase_00030 homing (CDS_0053)

54 55

MGV-GENOME-0364574: 61,722-74,058 (+)

50
homing endonuclease (CDS_0051)

52 53

uvig_308379: 67,042-78,492 (+)

DNA polymerase (CDS_0054) 56 61

MGV-GENOME-0364930: 67,240-78,689 (+)

54 56

MGV-GENOME-0331888: 38,264-51,249 (+)

32 39

MGV-GENOME-0366103: 65,073-74,066 (+)

51 52

MGV-GENOME-0366091: 66,060-77,374 (+)

52 53

uvig_321654: 65,545-77,889 (+)

51 DNA polymerase (CDS_0055) 56 57 58

MGV-GENOME-0363798: 62,171-74,563 (+)

54
HEase_00030 homing (CDS_0055)

56 57

MGV-GENOME-0326845: 21,766-33,833 (+)

DNA polymerase (CDS_0033)
HEase_00030 homing (CDS_0034)

35

MGV-GENOME-0365867: 64,370-76,439 (+)

Holliday junction resolvase (CDS_0045)
46 51

endonuclease (CDS_0052)
53 58

uvig_327700: 60,934-73,060 (+)

48
endonuclease (CDS_0049)

50

uvig_70628: 60,699-72,117 (+)

52
endonuclease (CDS_0053)

54

uvig_147115: 62,987-74,397 (+)

DNA polymerase (CDS_0053) 54

MGV-GENOME-0321751: 16,507-30,881 (+)

18 19 20 21 25

5000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC) tRNA


