tRNA-Sup(CTA)
96 97 98 99 100 101

MG\/ GENOME 0362649 92,190- 95 270(+) 1-11,161 (+ )

MGV GENOME 0361901 91,027-94,106 (+) 1-10,321 (+)

HNH endonuclease (CDS 0101)
102

MGV GENOME 0363014 91,853-95 714(+) 1-9.517 (+)

terminase large subunit (CDS_0099) terminase large subunit (CDS_0002)
terminase large subunit (CDS_0001) 4
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uvig_83999:92,377-95,457 (+); 1-10, 130( )

MG\/ GENOME 0364017 93,143~ 97026( ); 1-10,120 (+ )
101

MG\/ GENOME 0363174 92,854 95 949( ); 1-10,642 (+ )

7 HNH endonuclease (CDS_0008)
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MGV GENOME 0363256 92, 978 96,054 (+); 1-9,457 (+)
101 terminase large subunit (CDS_0001)
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uvwg_120529 93,326~ 96 406( ) 1-12,623 (+)
100 101
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MG\/ GENOME 0363885 92,940-96, 871( ) 1-8,170 (+)
99 100 terminase large subunit (CDS_0001) 6 7
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uvig 418203: 94,259-98,338 (+); 1-9,657 (+)
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MGV GENOME 0365819 96.199.99.069 (: L8979 ()
104
T 105 106

-I.-i-b—___D—[D—EI

MGV GENOME 0366281 96,816-99,680 (+) 1-8,809 (+)
99100 101
I
MG\/ GENOME 0362553 92,254-95,118 (+) 1-9,578 (+)
103 terminase large subunit (CDS_0001)
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uvig 29596:92,040-95,118 (+); 1-8,147 (+)
homing endonuclease (CDS_0097)
98 99terminase large subunit (CDS_0100)
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NC_055893.1:91,921-96,055 (+); 1-6,081 (+)

100
T 101 102
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uvig - 429148 94,538~ 97 402 (+); 1-7,878 (+)

97 98 99

MGV-GENOME-0365739:94,825-98,959 (+); 1-6,339 (+)
96 99 terminase large subunit (CDS_0100)
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MGV-GENOME-0363758:92,127-96,686 (+); 1-8,825 (+)
DarB-like antirestriction (CDS_0098) 5
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uvig_240094: 91,779-95,997 (+); 1-8,760 (+)
101 102

I L
MGV-GENOME-0365118:93,869-98,261 (+); 1-9,565 (+)
99 terminase large subunit (CDS_0100)
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MGV-GENOME-0366103: 94,903-99,462 (+); 1-9,395 (+)
100 DarB-like antirestriction (CDS_0101)
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uwg 91985:94,852-99,244 (+); 1-8,285 (+)
99 DarB-like antirestriction (CDS_0100)

uvwg_92062 94,908-99, 300(+) 1 9790 (+)
DarB-like antirestriction (CDS_0099)
98 terminase large subunit (CDS_0001)

i
#

uvig 225290:91,363-95,499 (+); 1-10,652 (+)
homing endonuclease (CDS_0102)
103 terminase large subunit (CDS_0104) )

I 0 —
uvig 438754:93,577-98,139 (+); 1-8,367 (+)
99 100 101
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MGV-GENOME-0364143:92,610-97,172 (+); 1-9,639 (+)
101 102 103
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MGV-GENOME-0363473:91,754-96,316 (+); 1-8,081 (+)

97 100 101 4
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MGV-GENOME-0365073:93,191-98,210 (+); 1-10,564 (+)

99 100
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MGV-GENOME-0365101: 93,279-98,243 (+); 1-10,564 (+)
DarB-like antirestriction (CDS_0094) 4
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uvig 251238:93429-97.379 (+); 1-8,444 (+)
105 106 3
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MGV-GENOME-0365829:93,963-99,079 (+); 1-9,468 (+)
homing endonuclease (CDS_0105)
DarB-like antirestriction (CDS_0106) protease (CDS_0003)
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uvig 463644:93,963-99,079 (+); 1-9,468 (+)
DarB-like antirestriction (CDS_0101) terminase large subunit (CDS_0001)
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uvig_131149:94,765-98,686 (+); 1-7,907 (+)

98 1 HEase_00030 homing (CDS_0003)
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MGV-GENOME-0366091: 95,224-99,445 (+); 1-11,452 (+)
98 99 6
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MGV-GENOME-0364275:93,211-97,347 (+); 1-7,372 (+)

95 9 3 4 6 7
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MGV-GENOME-0359408: 85,809-89,935 (+); 1-6,929 (+)
100 101 102
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GV-GENOME-0362960: 90,336-95,646 (+); 1-5,944 (+)

homing endonuclease (CDS_0100)
DarB-like antirestriction (CDS_0101)

N R —
Ma_2019_SRR341615 NODE_19_length 99531 _cov_55.881821:94,575-99,531 (+); 1-7,414 (+)
terminase large subunit (CDS_0103)

101 102 1 5
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uvig_355157:95,211-100,368 (+); 1-11,071 (+)
terminase large subunit (CDS_0103)
101 102 1 4
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uvig_354723:95,194-100,351 (+); 1-9,603 (+)
103

I

MGV-GENOME-0365359: 95,969-98,514 (+); 1-9,250 (+)
HEase_00016 homing (CDS_0095)
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MGV-GENOME-0361323:88,962-93, 112( )
HEase_00016 homing (CDS_0095)

MGV-GENOME-0351249: 74,803-78, %8( )

HEase_00016 homing (CDS_0102)

MGV-GENOME-0363726:92,760-96, 636( ); 1-4,175 (+)
HEase_00016 homing (CDS_0092)
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uvig 93578:90,281-94,431 (+); 1-4,010 (+)
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Wig 126415: 91.696-96,464 (+); 1-4010 (+)
94 98
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MGV-GENOME-0365400: 93,601-98,555 (+); 1-4,010 (+
96

MGV-GENOME-0363544: 92466 96416( ); 1-4,010 (+)
99

IMGVR_UViG_3300029514 000166|3300029514\Ga0244787 100127|18474-141342:93,816-102,778 (+)
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T 107 108 1
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MGV-GENOME-0365821: 96,201-99.071 (+); 1-4.520 (1
77 78 79
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MGV-GENOME-0340239: 62,904 65768 (+)

100 101
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MGV-GENOME-0364139:93,207-97,166 (+)
HEase_00016 homing (CDS_0098)
101 102

MGV-GENOME- 0354981 79,958-84,265 (+ )
100 101

MGV-GENOME-0363652: 92,410-96,543 (+)
97 98

MGV-GENOME-0361232:88,077-92,962 (+)
102 103
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GV-GENOME-0365032: 92,800-98,171 (+)
DarB-like antirestriction (CDS_0084)
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vig_333158:70,093-73,988 (+
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100 101

MGV-GENOME-0367714:97,540-101,935 (+)
95 96
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GV-GENOME-0359198:85,457-89,583 (+)

99 100 DarB-like antirestriction (CDS_0101)

<

uvig_329722:90,262-95,572 (+)
99 terminase large subunit (CDS_0100)
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vig_291901:91,962-96,521 (+)
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