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MGV-GENOME-0305448: 24,947-44.034 (+)
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MGV-GENOME-4423597: 24,947-43 747 (+)
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MGV-GENOME-0311102: 24,983-46,277 (+)
ABC-type heme transporter (VF0739) (CDS_0049)
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MGV-GENOME-0229082: 24,351-29,118 (+)
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MGV-GENOME-0244379:24,902-31,833 (+)
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MGV-GENOME-0251200: 24,947-32,911 (+)
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MGV-GENOME-0246066: 24,948-32,082 (+)
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MGV-GENOME-0241053: 24,351-31,357 (+)
DrmD_00013 DrmD (CDS_0033)
transposase (CDS_0034)
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MGV-GENOME-0286851:24,948-37,149 (+)
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