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PD-Lambda-2_A_WP_029458229.1 (CDS_0008)
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RNA-binding protein (CDS_0006)
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IMGVR_UViG_3300034682_000183|3300034682|Ga0310128 000874: 1-10,419 (+)
transcriptional regulator (CDS_0005)
transcriptional repressor (CDS_0006)
DEDDh_IILIIIIV.V.VI_1(CDS0003) 4 | [ 7
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TemPhD_cluster_37636_:31,880-34,871 (+); 1-10,204 (+)
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IMGVR_UViG_2585427985 OOOOO3|2585427985\2585484829|317142 -348192:2,330-9,710 (+)
transcriptional regulator (CDS_0006)
RosmerTA_RmrA_2634882613 (CDS_0008)
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IMGVR_UVIG_2864764899_000002|2864764899|2864764900|24189-58220: 1-11,375 (+)
RosmerTA__RmrA_2634882613 (CDS_0006)
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IMGVR_UViG_2823477701_000001|2823477701|2823477701(83875-117071: 1-11,099 (+)
transcriptional regulator (CDS_0006)
RosmerTA__RmrA_2634882613 (CDS_0008)
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IMGVR_UViG_2927733327_000004|2927733327|2927733330|62538-100008: 1-11,499 (+)
transcriptional regulator (CDS_0007)
RosmerTA__RmrA_2634882613 (CDS_0009)
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RosmerTA_RmrA_2634882613 (CDS_0005)
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TemPhD_cluster_7029:33,336-34,811 (+); 1-10,721 (+)
transcriptional regulator (CDS_0004) UmuD-like protein (CDS_0007)
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TemPhD_cluster_51157:35,069-36,191 (+); 1-13,070 (+)

transcriptional regulator (CDS_0004) UmuD-like protein (CDS_0007)
8 5 DNA polymerase (CDS_0006) 8 9 10
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IMGVR_UViG_2906299350_000001[2906299350|2906299350(1419766-1455462: 1-13,070 (+)
DNA polymerase |11 theta subunit (CDS_0006)
transcriptional regulator (CDS_0004) UmuD-like proteln (CDS._ 0008)

3 5 DNA polymerase (CDS_0007)
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IMGVR_UViG_2627854150_000002|2627854150|2627918725|216-34937: 1-12,585 (+)

transcriptional repressor (CDS_0006)
transcriptional regulator (CDS_0005)

DNA methyltransferase (CDS_0045) 3 4 \ 7
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TemPhD_cluster_62998_:31,131-32,481 (+); 1-10,866 (+)
transcriptional repressor (CDS_0006)
3 4 5 7
| N I O I

TemPhD_cluster_17729:31,268-32,369 (+); 1-10,547 (+)
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TemPhD_cluster_16177:29,945-31,301 (+); 1-9,743 (+)
UmuD-like protein (CDS_0006)
2 3 4 5 7

IMGVR_UVIG_2645727995_000003|2645727995|2645775053|279107-311414: 1-12,448 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
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