tail protein (CDS_0027) baseplate protein (CDS_0031) O-acetyltransferase (CDS_0033)
23 24 25 26 tail collar fiber protein (CDS_0028) 29 30 32 34
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|MGVR UViG_2823477701_000001(2823477701|2823477701|83875-117071:16,841-30,228 (+)

tail fiber protein (CDS_0027) 31 tRNA-Leu(CAA)

IMGVR UViG_3300048586_000227|3300048586|Ga0498924 0003877:16,760-31,031 (+)
tail collar fiber protein (CDS_0028) 33

I S —— —— E—
IMGVR UVIG_2906266485_000001|2906266485|2906266522|60014-91424:16,018-28,544 (+)

tail fiber protein (CDS_0030) 35
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|MGVR UViG_3300034682_000183|3300034682|Ga0310128_000874: 16,166-29,604 (+)

tail collar fiber protein (CDS_0026)
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IMGVR UViG_2524614826_000003|2524614826|2524706999|12941-45142:16,914-29,457 (+)

tail fiber protein (CDS_0030)
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IMGVR UViIG_2576861447_000003|2576861447|2576889475|4402750-4436529: 17,338-30,133 (+)

tail fiber protein (CDS_0027) 31 32
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IMGVR_UViG_2922055605_000001|2922055605|2922055649(211739-247696:16,286-31,519 (+)
tail fiber protein (CDS_0027)

TemPhD_cluster_43564: 16,286-30,868 (+)
tail fiber protein (CDS_0030)

IMGVR UViG_2937799395_000005|2937799395|2937799423|245690-283929: 17,338-27,522 (+)
tail collar fiber protein (CDS_0033) tail fiber protein (CDS_0034) 38

_—
TemPhD_cluster_51157:19,818-33,458 (+)
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tail fiber protein (CDS_0033) tail fiber protein (CDS_0034)

IMG\/R UViG_2906299350_000001|2906299350|2906299350|1419766-1455462: 19,818-32,964 (+)
tail fiber protein (CDS_0030) tail fiber protein (CDS_0031) PbpG (VF0468) (CDS_0035)

IMGVR UVIG_2864764899 000002|2864764899|2864764900|24189-58220: 17,088-30,402 (+)
tail fiber protein (CDS_0031) tail fiber protein (CDS_0032)

e
IMGVR UViG_2874544503_000003|2874544503|2874544602|60524-94038: 16,991-28,366 (+)

tail fiber protein (CDS_0026) tail fiber protein (CDS_0027) 31 3

N

IMG\/R UViIG_2879034656_000002|2879034656|2879034658|168458-201324: 17,184-30,120 (+)
tail fiber protein (CDS_0027) tail fiber protein (CDS_0028) SduA_00008 DUF4263 (CDS_0032)

tail fiber protein (CDS_0027) tail fiber protein (CDS_0028)
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|MGVR UVIG_2585427985_000003|2585427985|2585484829(317142-348192: 15,434-28,092 (+)

2: tail fiber protein (CDS_0029) 34
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TemPhD_cluster_37636_: 15,933-30,102 (+)
tail fiber protein (CDS_0026) 30
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IMGVR UViG_2534681676_000007(2534681676|2534691969|12157-46077:16,003-27,993 (+)

tail fiber protein (CDS_0030) 31 35
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IMGVR UViG_2922041602_000003|2922041602(2922041629|90098-124684:17,116-30,871 (+)

Cox-like excisionase and repressor (CDS_0037)
tail collar fiber protein (CDS_0030) 31 DNA helicase (CDS_0035)
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\MGVR UVIG_2627854150_000002|2627854150(2627918725|216-34937:18,309-32,346 (+)

21 22 tail fiber protein (CDS_0027) tail fiber protein (CDS_0028)

e e e |
|MGVR UVIG 2847859876_000002(2847859876|2847859876|3763455-3795321:15,774-29,128 (+)

tail fiber protein (CDS_0028) tail fiber protein (CDS_0029)

. " ————
IMGVR_UViG_2645727995_000003|2645727995|2645775053|279107-311414:17,549-29,787 (+)

tail collar fiber protein (CDS_0030) tail fiber protein (CDS_0031)

IMGVR UV|G _2927733327_000004|2927733327|2927733330|62538-100008: 16,617-26,719 (+)
tail fiber protein (CDS_0031)
30 32 33

IMG\/R U\/lG 2551306514_.000001|2551306514|2551418737(278149-310711: 16,202-29,207 (+)

tail fiber protein (CDS_0027)
26 28 29

e 1 R
TemPhD_cluster_16177:14,181-28,056 (+)
tail fiber protein (CDS_0028)
27 29 30
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TemPhD _cluster_17729:15,717-29,395 (+)
tail fiber protein (CDS_0031)
30 32 33 37 38
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IMGVR UVIG 2740892479_000001(2740892479|2740987997|69154-105386: 16,854-30,750 (+)

26 tail fiber protein (CDS_0030)

= a—— ]
\MGVR UVlG 2775507035_000003|2775507035|2775536524|4296849-4344166:17,054-26,952 (+)
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