
IMGVR_UViG_2740892479_000001|2740892479|2740987997|69154-105386: 32,709-36,231 (+)

44 45 46 47 48 49 50
DNA methyltransferase (CDS_0051)

52

IMGVR_UViG_2576861447_000003|2576861447|2576889475|4402750-4436529: 30,515-33,778 (+)

40 41 45
DNA methyltransferase (CDS_0046)

47

TemPhD_cluster_17729: 26,791-32,369 (+); 1-3,026 (+)

1 234 35 36
Cox-like excisionase and repressor (CDS_0037)

40 41 45 46

TemPhD_cluster_16177: 25,437-31,301 (+); 1-2,825 (+)

39 40
DNA methyltransferase (CDS_0044)

45

IMGVR_UViG_2922055605_000001|2922055605|2922055649|211739-247696: 31,912-35,921 (+)

38 42 43 DNA methyltransferase (CDS_0044)

IMGVR_UViG_3300048586_000227|3300048586|Ga0498924_0003877: 31,470-35,379 (+)

40 41 DNA methyltransferase (CDS_0042)

IMGVR_UViG_2775507035_000003|2775507035|2775536524|4296849-4344166: 44,459-47,316 (+)

51 52 53

IMGVR_UViG_2847859876_000002|2847859876|2847859876|3763455-3795321: 29,521-31,865 (+)

42 43

IMGVR_UViG_3300034682_000183|3300034682|Ga0310128_000874: 29,752-32,188 (+)

44

IMGVR_UViG_2906266485_000001|2906266485|2906266522|60014-91424: 28,694-30,868 (+)

41

IMGVR_UViG_2864764899_000002|2864764899|2864764900|24189-58220: 30,795-34,030 (+)

47 48 49 50

IMGVR_UViG_2551306514_000001|2551306514|2551418737|278149-310711: 29,589-32,561 (+)

47 48 49 50

IMGVR_UViG_2922041602_000003|2922041602|2922041629|90098-124684: 31,130-34,585 (+)

46 47 48 49

3000 nt

integration and excision other transcription regulation unknown function


