thymidylate synthase (CDS_0019)
16 17 18 20 21 22 23 24 25 26 27 28

-
N
-
o

é

MGV-GENOME-0251111:10,168-15,290 (+)

51 50 49
I o o G — O, S Sy
MGV-GENOME-0253752:21,933-27,055 (-)

68 67 66
L€ —C K C L CrCl K IO
IMGVR_UViG_3300029557_000256|3300029557|Ga0245120_100079|92930-153698:43,393-48,515 (-)
exonuclease 51 50 49

uvig_40223:21,933-27,055 (-)
51 49 48 47 41

IN
o
w
0

1-26,314(-)

<
[9)
<
(@)
m
z
o
<
m
o
]
@
J
o
N
)
N
o
)
[

85

)
X
o
=3
f=
O
@
o
&
o
[e)
O
)
o
o
]
N
©
@
©
<)
N
©
~
N

c
<

(9
-
w
o
[oN
=
~
[oN
o

©
~
N
o
N
N
[N
N

©)

~N
N
o~
o
o
a

IMGVR_UViG_3300029415_000120|3300029415|Ga0243378_1000102|40712-101679:44,708-51,217 (-)
thymidylate synthase (CDS_0065)

66 64 63 62 61 60 59
| " G O G S SR (N S5 R U S—
MGV-GENOME-0355273:42,533-48,479 (-)
18 19 20 21 22 23 24 25 30
EEE——— — 3 — | — — — ———— ] ]
MGV-GENOME-0312202:8,673-15,110 (+)
19 20 21 22 23
—— 1 — e — ey — 1 — —— ——— 1]
uvig 59143:10,525-16,504 (+)
49 48 47 46 45

o
N}
a
N
~
N}
©
N
o
~
o
ol
N
[eN
o
©
b

k<
(9]
<
()]
m
P4
[}
<
m

)

%
i

52 51 50 49 48

ES

c
<

3
N
[oN]
@®
O
0
fes]
N
o

;

o
o
o
&
=
~
N
@

()

51 50 49

‘ IS
©

<
8}
>
©
m
z
o
<
2
(@}
S}
~
~
®©
o
o~
N
=
£
N
~N
e}
~
N

=)

thymidylate synthase (CDS_0067)

68 66 65 64 60
— I E— — e I S — . —
MGV-GENOME-0321000: 35,866-42,539 (-)

thymidylate synthase (CDS_0053)
54 52 51 50 49 48

<
9)
<
9)
m
z
o
<
m
o
]
~
W
b
)
N
N
[
~N
=
o
N
fos]
w
jocl
&)

s
thymidylate synthase (CDS_0087)
86 85 84

I
|
|
§I

c
<

[
N
w
£
N
o
~N
~
a
~N

ig_ :57,457-63,688 ()

o
w
o~
os)
o}

74 73 72 71

o
o

I

IMGVR_UViG_3300045988_153908|3300045988|Ga0495776_186301:46,011-52,096 (-)

52 51 50 49 48 45 41
— | — —  —— —————————— — — — —};§ —— —— & §— | —
MGV-GENOME-0292616:21,521-28,999 (-)
68 66 65 64 63

MGV-GENOME-0309946:33,354-38,741 (-)
site-specific recombination directionality factor RDF (CDS_0076)

84 RNA-dependent RNA polymerase (CDS_0083) endonuclease (CDS_0081) 77 74
|
K e S | OO KT KK K K
— I — I I L | ____________________§ i ]|

uvig_596317:52,624-61,544 (-)
site-specific recombination directionality factor RDF (CDS_0072)

73 71
U S e GO S O 0 G G S —
uvig_581940:45,236-53471 (-)
site-specific recombination directionality factor RDF (CDS_0051)
50 48 47 46 42

I
uvig_18551:25,994-30,917 (-)

46 45 44
I eeedeee——————— ! | }; § ]
MGV-GENOME-0308320: 20,523-25,446 ()
49 48 47 41
-1 _ —— ] ]

site-specific recombination directionality factor RDF (CDS_0047)
48 46

<
[5)
¥
()
m
z
o
<
m
(@}
X
Q
]
=
o
i
MI
o
[
N
w
[N
o
AI
)
o

)
site-specific recombination directionality factor RDF (CDS_0020)

|
I
I
I
ia

MGV-GENOME-0290686:11,373-17,276 (+)

site-specific recombination directionality factor RDF (CDS_0063)
64 62

I

c
<

[5]
N
~O
=
o
N
@
w
o
@
o~
o
~
N
~
o
~O

2 136, 769 ()

N
N

23 24 25 26

N
~N
w
o

<
9]
s
9]
e
z
[©]
<
m
(@}
N
~
)
o
o
©
©

é
|
|

©
=
&
N
~
=)
2
©

()

45 44 43 42 4

&

MGV-GENOME-0231188:17,996-26,177 (-)
47 46 45 44 43 42
e . I . e —

MGV-GENOME-0257761:18,885-27,053 (-)

64 63 62 61 56 55

———— 1 — ey — Y —————§ — ———————

MGV-GENOME-0355369:40,995-49,438 (-)

78 77 76 75

— I S —— — [———a — ——§ 11

uvig 153859:59,187-65,612 (-)
k 3000 nt !

DNA, RNA and nucleotide metabolism integration and excision unknown function




