DNA polymerase (CDS_0002)
ABC transporter (CDS_0001)

DNA polymerase (CDS_0003) phosphofructokinase (CDS_0004) 5 6 7 8 9
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uvig_18551:3-8,203 (+)
68 phosphofructokinase (CDS_0067)
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uvig_59143:34,339-38,692 (-)
DNA polymerase (CDS_0001) phosphofructokinase (CDS_0002) 7

uvig_238598:3-6,909 (+)
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MGV-GENOME-4413085: 3-2,886 (+)
phosphofructokinase (CDS_0001)

MGV-GENOME-0251759: 1-2,995 (+)
phosphofructokinase (CDS_0001)

MGV-GENOME-0253752:3-3,154 (+)
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MGV-GENOME-0251111:34,069-36,919 (-)
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MGV-GENOME.0252798: 32,870 (+)
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1 2 3 4 5 head maturation protease (CDS_0006)
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MGV-GENOME-0291878: 1-9,162 (+)

1 2 3 4 5 head maturation protease (CDS_0006)
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Ma_2019_SRR341627_NODE_169_length_36637_cov_2.216391:33,320-36,636 (-)
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MGV-GENOME-0314214:123-4,196 (+)

MGV-GENOME-0277806: 123-3,948 (+)

MGV-GENOME-0253070: 123-4,581 (+)
3000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function
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