single strand annealing protein (CDS_0058)
tRNA-Met(CAT)
53 54 DNA polymerase (CDS_0055) 56 57 59 T 60 61 62 63 64 65 66 67 68
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uvig 596317:42,890-52,785 (+)
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MGV-GENOME-0237679:11,123-21,410 (+)
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IMGVR_UViG_3300045988_153908|3300045988|Ga0495776_186301: 35,652-46,172 (+)
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MGV-GENOME-0292616:12,555-23,075 (+)
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uvig_581940:34,776-44,659 (+)
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IMGVR_UViG_3300045988_156359|3300045988|Ga0495776_155462:32,982-44,216 (+)
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uvig_112336:34,266-44,446 (+)
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IMGVR_UViG_3300029557_000256|3300029557|Ga0245120_100079(92930-153698: 33,513-43,554 (+)
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uvig_153859:49,440-59,348 (+)
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—— S E— I I S S —— S S ——
MGV-GENOME-0355369: 33,052-43,692 (+)
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MGV-GENOME-0243608: 14,697-24,438 (-)

28 29
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MGV-GENOME-0231188:10,657-20,398 (+)

36 37
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MGV-GENOME-0292336:17,061-26,802 (+)
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uvig 238598:14,971-24,129 (+)

30 31 3233
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MGV-GENOME-0277806: 11,147-20,305 (+)

31 32 33
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MGV-GENOME-0273492:11,049-20,145 (+)
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MGV-GENOME-0309946:21,605-31,076 (+)

47 48
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MGV-GENOME-0321000: 25,205-34,639 (+)
DNA polymerase (CDS_0048)
I 47 DNA polymerase (CDS_0046) 42 41 40 39 35 34
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Ma_2019_SRR341627_NODE_169_length_36637_cov_2.216391: 13,690-24,496 (-)
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MGV-GENOME-0255246:12,282-23,082 (+)
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