capH (CDS_0036)

27 28 29 30 31 32 33 34 35 | 37 38 39 40 41 anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0042)

I — .
IMGVR_UViG_3300045988_141530|3300045988|Ga0495776_025221: 23,402-34,217 (+)
capH (CDS_0035)
32 33 34 [ 36

I —
MGV-GENOME-0270774:23,402-33,395 (+)
capH (CDS_0038)
31 32 33 35 36 37 | 39

I E— —
IMGVR_UViG_3300045988_151270|3300045988|Ga0495776_135840: 23,402-35,799 (+)
4 29

N

S SeE— S . —
Ma_2019_SRR413745 NODE_684 length_33434_cov_3.041194:21,100-27,479 (+)

capH (CDS_0038)
23 27 29 30 31 32 33 34 35 36 37 | 39

I ——— ——— E— I I . S S S S —
MGV-GENOME-0283769:20,011-34,069 (+)

capH (CDS_0034)
28 29 30 32 33 [ 35

- —— —
IMGVR_UViG_3300045988_146110|3300045988|Ga0495776_094425:21,099-32,560 (+)
28 29 30 33

. IS S E—
MGV-GENOME-0271990:21,303-32,844 (+)
anti-Pycsar (APIS058) (CDS_0028) 29

- I —
IMGVR_UViG_2833211083_000002|2833211083]2833211183|33419-73575:21,099-32,730 (+)

retron_type_VI_hth_cluster2_1 (CDS_0038)
34 35 39 40

- | — — I R | & a5 I |
MGV-GENOME-0280958: 25,047-35,528 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0032)
transcriptional regulator (CDS_0038)
Retron_VI_HTH (CDS_0039)
endonuclease (CDS_0031)  RelE-like toxin (CDS_O@(S)
28 29 endonuclease (CDS'0030) | 33 34 35[37| | 40

- I E— I I B NI B S I NN B D .
ivig_3514:21,099-39,131 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0032)
transcriptional regulator (CDS_0037)
Retron_VI_HTH (CDS_0038)
endonuclease (CDS_0031)  RelE-like toxin (CDS_0036)
28 29 endonuclease (CDS'0030) | 33 3435 | | 39

- — 1 " ' W
IMGVR_UViG_3300029126_000175|3300029126|Ga0168786_100059|45092-91549:21,099-39,031 (+)

PD-Lambda-1_ WP_005960421.1 (CDS_0034)
endonucleai(CDS_OOSS) RelE-like toxin (CDS_0038)
30 31 endonuclease (CDS_0032) | 35 36 37| 39

- —— 1 " ' O § ]}
IMGVR_UViG_3300029784_000331|3300029784|Ga0243806_1000144(89919-138355: 22,854-39,931 (+)

retron_type_VI_hth_cluster2_1 (CDS_0036)
31 | 37 38

— N I . S E—
IMGVR_UViG_3300029712_000312|3300029712|Ga0245206_100445|377-45279:23,938-37,869 (+)

capH (CDS_0036)
35 | 37

— [——— 1 ———— B — - —— 1§ ]
uvig_280663:23,993-34,121 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

anti-defence (dbAPIS)
N




