tRNA-Ser(CGA)
55 56 57 58 59 60 61 62 63 T 64 65 terminase small subunit (CDS_0066)

uvig_171226:42,418-49,153 (+)
41 42 43 44 45 46

MGV-GENOME-0247530: 29,596-36,330 (+)
RusA-like Holliday junction resolvase (CDS_0024) terminase small subunit (CDS_0037)
25 29 30 32 33 34 35 36 terminase large subunit (CDS_0038)
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IMGVR_UViG_3300045988_155167|3300045988|Ga0495776_047217:16,544-25,843 (+)
47 48 terminase small subunit (CDS_0049)
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ivig_1844:35,323-39,139 (+)

41 44 45 terminase small subunit (CDS_0046)
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Ma_2019_SRR413745_NODE ¢ 684 _length_33434 _cov._. 3041194 29,616-33432 (+)
47 49 50 terminase small subunit (CDS_0051)
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IMGVR_UViG_3300029878 OOOOl2|3300029878\Ga0245327 100693 34,975-39,012 (+)
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——— E—
MGV-GENOME-0309550: 16,544-19,798 (+)

49

uvig 176077:36,358-39,949 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0045)

anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0047)
41 42 43 44 46 replication initiation protein (CDS_0049)
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MGV-GENOME-0280958: 33,861-41,734 (+)
3000 nt !
DNA, RNA and nucleotide metabolism head and packaging unknown function anti-defence (dbAPIS) tRNA
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