anti-termination protein Q-like (CDS_0053) Rz-like spanin (CDS_0059) head protein (CDS_0062)
50 51 52 OmpD (VF0969) (CDS_0054) 55 56 57 58 60 61 terminase small subunit (CDS_0063)

Bt Db { O —COC ] —
IMGVR_UVIG_2547132421_000004|2547132421]2547273750|100747-148295: 39,215-47,548 (+)
49 50 51 53 54 head protein (CDS_0055)
B¢ — (H BEO1 > a& L
IMGVR_UViG_2531839329_000011|2531839329|2531887681|3-43243: 35,455-43,240 (+)
head protein (CDS_0070)
69 71
- I I I L] I
IMGVR_UViG_3300029068_000041|3300029068|Ga0169188_10076|21884-69031: 39,804-47,147 (+)
endolysin (CDS_0060)
57 58 59 [ 62 63
B¢ —b@aTTKEHDED—{ <K _H—"T"9
IMGVR_UVIiG_2526164599 000004|252616459912526180076|73980-117573:34,595-43,593 (+)
Rz-like spanin (CDS_0050)
HNH endonuclease endolysin (CDS_0049) 51 52 head protein (CDS_0053)
I N EE—— I
ivig_2628:30,584-36,674 (+)
47 48 49 head protein (CDS_0050)
o O L b —
IMGVR_UViG_2541047783_000010|2541047783|2541172319|12195-53732: 35,447-41,537 (+)
48 53 54 55 head protein (CDS_0056)
e — 5 O P ada&—1—
IMGVR_UViG_2711768046_000004|2711768046|2711777578|1-42808: 36,807-42,807 (+)
56 57 58 head protein (CDS_0059)
B-to-¢ —F O pbac—1
IMGVR _UViG_2861079508 _000006|2861079508]2861079508|3515057-3561207: 40,046-46,150 (+)
Rha-like transcriptional regulator (CDS_0056)
Rz-like spanin (CDS_0054) 55 head protein (CDS_0057)
oH—¢ — — O b1 HO—C +— 5
uvig 584212:37,569-44,351 (+)
Rha-like transcriptional regulator (CDS_0055)
53 54 head protein (CDS_0056)
LT H¢  — O b1 H—C +— 5
IMGVR_UVIG_2576861092_000007|2576861092|2576868594|25118-66682: 34,781-41,564 (+)
head protein (CDS_0049)
Rz-like spanin (CDS_0047) 48 50
I 1 N I — I
ivig_4532:28,492-34,596 (+)
71 72 73 head protein (CDS_0074)
bt —PF P ac——
IMGVR_UViG_2609459860_000005|2609459860|2609504448|25161-80809: 49,924-55,648 (+)

62 63 66 67 68 head protein (CDS_0069)
B¢ X—DE 0 pac—1 0
IMGVR _UViG_2861038214 000004|2861038214]2861038214(3185597-3237350: 44,326-51,753 (+)

Rha-like transcriptional regulator (CDS_0069)
head protein (CDS_0070)
Rz-like spanin (CDS_0068) 71
I A N — I
uvig 367961:40,799-47,220 (+)
Rha-like transcriptional regulator (CDS_0055) head protein (CDS_0058)
transposase (CDS_0057)
53 54 transposase (CDS_0056)|
— I N I L . I
IMGVR | UVlG 2687453442 000006|2687453442|2687454072|3318151-3367161:41,450-49,010 (+)
47 52 53 head protein (CDS_0054)
B¢ —F OO HO—a&—L
uvig 113734:35,142-41,954 (+)
54 55 head protein (CDS_0056)
I I I I N
IMGVR_UViG_2778261645_000002|2778261645|2778332870|199148-242300: 36,760-43,152 (+)
52 53 54 head protein (CDS_0055)
I I N I N I
IMGVR _UViG_2737471837_000010|2737471837|2737498315|3-41648: 35,088-41,645 (+)
72 head protein (CDS_0073)
B¢ —r {1 H—C+—F1
IMGVR _UVIG_2711768053 000019|2711768053|2711778347|39329-94470:49,067-55,141 (+)
head protein (CDS_0051)
50 52
I I N — I
uvig_208373:28,961-35,033 (+)
head protein (CDS_0056)
54 55 57
e —Dob ot o
IMGVR_UViG_2534681978_000027|2534681978|2534769861|119751-164737:38,914-44,986 (+)
55 56 head protein (CDS_0057)
B¢ —F P H{ >aa——+—
IMGVR_UViG_2523533513 000003|2523533513|2523533994(68299-112150: 37,779-43,851 (+)
head protein (CDS_0078)
77 79
B —F PO HO—CK—
IMGVR _UViG_2721755643 000007|2721755643|2721801174(3322179-3379455:51,204-57,276 (+)
Bor-like outer membrane protein (CDS_0054)
head protein (CDS_0055)
| 56 57 58
— I I E— I ] I
IMGVR_UViG_2721755660_000010|2721755660|2721801210|3799034-3844719: 38,253-45,685 (+)
Bor-like outer membrane protein (CDS_0053)
head protein (CDS_0054)
\ 55
I I I E— I ] I
IMGVR_UViG_2703719349_000007|2703719349|2703782603|39279-83060: 37,583-43,781 (+)
Bor-like outer membrane protein (CDS_0061) head-tail adaptor Ad1 (CDS_0002)
head protein (CDS_0062) terminase large subunit (CDS_0065)
\ 63 &erminase large subunit (CDS_0001) portal protein (CDS_0003) 4

I I I I _—
TemPhD_cluster_24188:43,347-49,887 (+); 1-4,685 (+)
Bor-like outer membrane protein (CDS_0055)
head protein (CDS_0056)
57

I I
TemPhD_cluster_48374:39,132-45,315 (+); 1-5,039 (+)
Rst_gop_beta_cll__cll (CDS_0060)
Rst_gop_beta_cll__beta (CDS_0061)

I I
TemPhD_cluster_59162:42,064-48,453 (+); 1-5,039 (+)
Rst_gop_beta_cll__cll (CDS_0055)
Rst_gop_beta_cll__beta (CDS_0056)

;*

T — ] ———— —
IMGVR_UViG_2778261538_000001|2778261538|2778321228|102286-146163: 37,489-43,877 (+)

62 63
T — —— E— — e S Iy~

TemPhD_cluster_35268:41,732-46,653 (+); 1-5,039 (+)
54 55

IMGVR_UViG_2531839483_000002|2531839483]2531902133: 36,736-41,613 (+)

Bor-like outer membrane protein (CDS_0058)
59 60

|
! 1
|

IMGVR_UViG_648028025_000003|648028025]|648028000[612093-657903: 39,299-45,810 (+)
transposase (CDS_0058)
Bor-like outer membrane protein (CDS_0056) transposase (CDS_0057) transposase (CDS_0059)

—— I ——— —
MGVR_UViG_2563366972_000004(2563366972|2563399954|208800-255512: 38,785-46,712 (+)

terminase small subunit (CDS_0062)
Bor-like outer membrane protein (CDS_0061) 63

—— ——————— —
MGVR_UVIG_2861084961 000002|2861084961(2861084961[837054-884220:41,967-47,166 (+)

Bor-like outer membrane protein (CDS_0056)
terminase small subunit (CDS_0057)

MGVR_UVIG_2534681760_000006|2534681760[2534717055|534625-580253: 40,410-45,628 (+)
Bor-like outer membrane protein (CDS_0061)

I I
Norman_70_NODE 4 length_ 47749 _cov_22.666352:44,148-47,749 (+)
Bor-like outer membrane protein (CDS_0066)

67 68 69

IMGVR _UViG_2541047715_000005|2541047715|2541169168|129174-172558: 37,368-43,384 (+)
Bor-like outer membrane protein (CDS_0054)

[ 1| 55 56
O —r O X — H>-@—

IMGVR_UViG_2718218102_000002|2718218102|2718228599|2934627-2977543: 36,942-42,916 (+)

Bor-like outer membrane protein (CDS_0057)
54 58 59

IMGVR_UViG_2563366872_000002|2563366872|2563394528|102556-146223: 36,924-43,667 (+)

50

vl

1 52 56
[

[
e}

head protein (CDS_0057)
e

|

I I
IMGVR_UViG_2547132077_000004|2547132077|2547141652:36,210-43,780 (+)
head protein (CDS_0057)

IMGVR _UViG_2802429233 000002|2802429233|2802450632(2-42989: 35,522-42,987 (+)
anti-repressor (CDS_0061)

N S I S E— —
IMGVR _UViG_2897375277_000002(2897375277|2897375277|68730-116611:41,197-47,881 (+)

head protein (CDS_0086)

84 85 87
DA< H
E Ll I I I I N — I
IMGVR_UViG_2740892042_000003|2740892042|2740906191|65106-126921:53,771-61,815 (+)
60 61 62 head protein (CDS_0063)
B~
I I I R I N —— !
IMGVR UViG_2802429223_000001(2802429223|2802449665|222846-269298: 38,607-46,452 (+)
44 anti-repressor (CDS_0049) 50

W ] —
uvig_110150: 31,646-38,020 (+)

NinB/ Orf homologous recombination mediator (CDS_0046)
oMTase_00010 orphan (CDS_0047) 51 52 53 Bor-like outer membrane protein (CDS_0057)

I E— I
IMGVR_UViG_2778261353 .000008|2778261353|2778302619|37195-80948: 35,042-43,753 (+)
Bor-like outer membrane protein (CDS_0057)
" head protein (CDS_0058)
\ 59

IMGVR _UViG_2870469529 000005|2870469529|2870469529|4544531-4591136: 38,639-46,605 (+)
56 57 58 head protein (CDS_0059)
L D D<KE—
I e ————— S I
\MGVR UVlG 2778261093 000002|2778261093|2778278471|15650-60553: 37,015-44,903 (+)
4000 nt |
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