
uvig_408771: 9,393-25,042 (+)

13 14 15 16 17 18 19 20 21 2223
endolysin (CDS_0024)

25

tRNA-Lys(TTT)

26
replication terminator (CDS_0027)

28 29

nucleoside triphosphate pyrophosphohydrolase (CDS_0030)

31 32 33

SAMN05414909_a1_ct130875_vs1: 9,393-19,843 (+)

18 19 20 21 2223 amidase (CDS_0024)

SAMN05414905_a1_ct45701_vs1: 9,082-26,248 (+)

17 18

tail assembly protein (CDS_0019)

20 2122
amidase (CDS_0023)

24 25
SoFic__SoFic (CDS_0026)

27 28 29 30 31 32 33
antitoxin from a toxin-antitoxin system (CDS_0034)

35

uvig_495476: 83-7,900 (-)

1
holin (CDS_0002)

endolysin (CDS_0003)

45

uvig_183157: 9,096-22,910 (+)

18 19
amidase (CDS_0020)

21

holin (CDS_0022)

23 24 25
endonuclease (CDS_0026)

integrase (CDS_0027)
SoFic__SoFic (CDS_0028)

IMGVR_UViG_3300029746_000311|3300029746|Ga0245173_100212|6871-42716: 9,096-24,680 (+)

18 19
amidase (CDS_0020)

21

holin (CDS_0022)

23 24 25
endonuclease (CDS_0026)

27 SoFic__SoFic (CDS_0028)

IMGVR_UViG_3300029542_000229|3300029542|Ga0244933_100351|3-34946: 9,096-23,384 (+)

18 19 20 21 22 23 24 25

uvig_181199: 9,395-30,721 (+)

17 18

endolysin (CDS_0019)

holin (CDS_0020)
holin (CDS_0021)

glutamine amidotransferase (CDS_0022)

integrase (CDS_0023)
2425 26 27 28 integrase (CDS_0029) 30

AbiD (CDS_0031)
32

transcriptional regulator (CDS_0033)

34

IMGVR_UViG_3300029609_000339|3300029609|Ga0245148_100313|29-35675: 9,395-25,030 (+)

17 18
amidase (CDS_0019)

20 21 22 23 24
AbiD (CDS_0025)

26 27 28

IMGVR_UViG_3300029203_000101|3300029203|Ga0168704_100296: 9,097-27,497 (+)

18 19
amidase (CDS_0020)

21 22 23 24 25 26 27
SoFic__SoFic (CDS_0028)

29 30 31

uvig_380791: 9,078-17,718 (+)

17 18 19

uvig_384463: 8,500-23,832 (+)

11 16 17 18 19 20 21
endonuclease (CDS_0022)

23 24 AbiD (CDS_0025)

uvig_249383: 9,348-32,108 (+)

18 19 20 21 22
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0023)

24 25

FeoAB (VF0160) (CDS_0026)

27
28

29 30 31
endonuclease (CDS_0032)

33
SoFic__SoFic (CDS_0034)

35

SAMEA1906441_a1_ct105308_vs1: 9,052-22,282 (+)

17 18 19 20
21

22 23
endonuclease (CDS_0024)

25 AbiD (CDS_0026)

uvig_538813: 9,055-30,185 (+)

17
amidase (CDS_0018)

19 20 21 22 23 24 25 26

SoFic__SoFic (CDS_0027)

29
capP (CDS_0030)

capH (CDS_0031)

3233 34

uvig_104535: 8,616-23,050 (+)

14 17 18
SoFic__SoFic (CDS_0019)

20 21 22 24

retron_type_VI_hth_cluster2_1 (CDS_0025)

2627 28

MGV-GENOME-0148214: 9,053-20,255 (+)

18 19
MTase_II_00030 Type (CDS_0020)

replication terminator (CDS_0021)

22

uvig_235703: 9,077-19,643 (+)

18
DNA methyltransferase (CDS_0019)

MTase_II_00030 Type (CDS_0020)
replication terminator (CDS_0021)

22

MGV-GENOME-0135805: 9,308-18,332 (+)

17
MTase_II_00030 Type (CDS_0018)

replication terminator (CDS_0019)

20 22

MGV-GENOME-0128379: 9,053-18,037 (+)

18

DNA methyltransferase (CDS_0019)
replication terminator (CDS_0020)

21

MGV-GENOME-0127966: 9,053-17,993 (+)

18
replication terminator (CDS_0019)

20

MGV-GENOME-0162490: 9,053-22,150 (+)

19 20
endolysin (CDS_0021)

22

DNA methyltransferase (CDS_0023)
replication terminator (CDS_0024)

25

MGV-GENOME-0166212: 9,052-22,670 (+)

17 18
amidase (CDS_0019)

20

replication terminator (CDS_0021)

22 25

uvig_173158: 9,052-20,293 (+)

17 18
replication terminator (CDS_0019)

20

uvig_401747: 9,067-21,351 (+)

17
endolysin (CDS_0018)

19 20

internal virion protein (CDS_0021)

22
replication terminator (CDS_0023)

24 27

uvig_246865: 9,097-20,481 (+)

18 19
replication terminator (CDS_0020)

21

MGV-GENOME-0162352: 9,053-22,132 (+)

18 19

Holliday junction resolvase (CDS_0020)

21 22
MTase_II_00030 Type (CDS_0023)

replication terminator (CDS_0024)

25

uvig_45177: 9,111-21,030 (+)

replication initiation protein (CDS_0018)

Holliday junction resolvase (CDS_0019)

20 21
replication terminator (CDS_0022)

23

MGV-GENOME-0157169: 8,500-21,439 (+)

16 17 18

Holliday junction resolvase (CDS_0019)

20 21
replication terminator (CDS_0022)

23

uvig_319961: 9,080-22,472 (+)

endolysin (CDS_0019) 20 21
Holliday junction resolvase (CDS_0022)

23 24 MTase_II_00030 Type (CDS_0025)

MGV-GENOME-0153425: 8,825-20,707 (+)

18 19

Holliday junction resolvase (CDS_0020)

21
MTase_II_00030 Type (CDS_0022)

24

OTU_5565: 8,767-20,754 (+)

17 18 19 20 21 MTase_II_00030 Type (CDS_0022)

SAMEA2737666_a1_ct34398_vs1: 8,825-17,905 (+)

18 19 20

uvig_459634_: 9,365-22,491 (+)

18 19
amidase (CDS_0020)
DNA methyltransferase (CDS_0021)

replication terminator (CDS_0022)

23

uvig_132245: 9,050-16,859 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0018) 19

MGV-GENOME-0134572: 9,053-18,680 (+)

18
19

20 21

replication terminator (CDS_0022)

23

uvig_53523: 9,080-18,937 (+)

18
19

20 21

nucleoside triphosphate pyrophosphohydrolase (CDS_0022)

23

MGV-GENOME-0143811: 9,053-19,721 (+)

18
19

20 21 22 23 24
nucleoside triphosphate pyrophosphohydrolase (CDS_0025)

26

MGV-GENOME-0140322: 9,053-19,316 (+)

18
19

20 21 22
nucleoside triphosphate pyrophosphohydrolase (CDS_0023)

24

uvig_68188: 8,355-15,819 (+)

17 18 19

uvig_450543: 8,545-19,550 (+)

16 17 18
amidase (CDS_0019)

20

SRS049896_a1_ct30451_vs1: 8,261-17,535 (+)

17 18

uvig_87784: 9,228-24,324 (+)

18
endolysin (CDS_0019)

20

holin (CDS_0021)

2223 24
integrase (CDS_0025)

26

9000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA


