baseplate wedge subunit (CDS_0021) transcriptional repressor (CDS_0034)

translational regulator (CDS_0027) replicTation initiation O-like (CDS_0037)
tail fiber assembly protein (CDS_0025) transcriptional repressor (CDS_0033)
baseplate spike (CDS_0020) [ Prike helicase loader (CDS_0030]  late transcriptional activator (CDS_0038)
tail protein (CDS_0023)  anti-RM (APIS136) (CDS_0028) antl repressor Ant (CDS_0036)
tail fiber proteln (CDS_( 0024) Menshen NsnA (CDS '0032)
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IMGVR_UViG_2874568730_000002|2874568730|2874568843: 16,429-30,984 (+)
transcriptional repressor (CDS_0033)
transcriptional represso?(CDS_0032)
DrmMII_00005 DrmMII (CDS_0029) anti-repressor Ant (CDS_0035)
Menshen__NsnA (CDS0031)
2728 | 30 ||

34 _replication initiation O-like (CDS_0036)

| [ I e .
IMGVR_UViG_2645727902 OOOOO4|2645727902\2645766420 16,429-30,913 (+)
translational regulator (CDS_0027)
anti-RM (APIS136) (CDS_0028)
30
29T31 replication initiation O-like (CDS_0032)

i

IMGVR_UViG_2903678426_000003|2903678426|2903678492:16,429-27,149 (+)
translational regulator (CDS_0027)
replication initiation O-like (CDS_0031)
anti-RM (APIS136) (CDS_0028)
29 30

i

IMGVR _UViG_2879046454 000002|2879046454|2879046544:16,429-26,822 (+)
translational regulator (CDS_0027) replication initiation O-like (CDS_0032)
Plike helicase loader (CDS_0030)

anti-RM (APIS136) (CDS_0028) ‘

| T 29 | 3
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IMGVR_UViG_2874564775_000002|2874564775|2874564817:16,429-27,396 (+)
27 28

/.

GVR_UViG_2876759078_000004|2876759078|2876759113: 16,428-26,466 (+)
replication initiation O-like (CDS_0027)

<

i

I I
GVR_UViG_2922208355_000003|2922208355|2922208435: 16,429-24,685 (+)
NinB/ Orf homologous recombination mediator (CDS_0032)
NinG/ Rap DNA junction specific endonuclease (CDS_0034)
antl-termlnatlonp?telnq like (CDS_0035)
transcrlptlonal repressor (CDS_0036)
translational regulator (CDS_0027)
P-like helicase loader (CDS_0 30 antl repressorAnt (CDS_0039)
anti-RM (APIS136) (CDS_0028) antl repressor Ant (CDS_0038)
29 | 31| 33 |toxin(CDS_0037) |  replication initiation O-like (CDS_0040)

=

IMGVR_UViG_2874554251_000002|2874554251]2874554339: 16,429-31,335 (+)
20 tail fiber protein (CDS_0025) 26
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IMGVR_UViG_2648501358 000001|2648501358|2648523776|643016-678641:15,406-23,429 (+)

24

IMGVR_UViG_7000000113_000001|7000000113|SRS013946_WUGC _scaffold_10586:15,196-21,651 (+)
tail collar fiber protein (CDS_0024) 25

IMGVR_UViG_3300008618_000067|3300008618|Ga0111234_100024(1-34692: 15,250-22,762 (+)
25 2627
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IMGVR_UViG_2639762802_000004(2639762802|2639794955|1-34861: 15,406-22,664 (+)
translational regulator (CDS_0027)
tail fiber assembly protein (CDS_0025)
anti-RM (APISlSé) (CDS_0028)
tail collar fiber protein (CDS_OOZA) 29 30 31

%

S146874_al_ct5042 vsl: 16,244-26,094 (+)
translational regulator (CDS_0027)
anti-RM (AEI5136) (CDS_0028)
| 29 30

w
el

GVR_UViG_3300007285_000090|3300007285|Ga0102636_100143|54-39141: 16,244-26,151 (+)
translational regulator (CDS_0027)
tail fiber assembly protein (CDS_0025)
anti-RM (APIS136) (CDS_0028)
tail collar fiber protein (CDS_0024) | | 29

=

|
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IMGVR_UViG_3300008130_000009|3300008130|Ga0114850_100394: 15,196-24,639 (+)
translational regulator (CDS_0028)
SDIC3__SDIC3F (CDS_0031)
anti-RM (APIS136) (CDS_0029) 33
\ 30 | 32] 34 3536
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IMGVR _UViG_7000000119 000012|7000000119|SRS023964 Baylor_scaffold_29764:16,696-28,885 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0031)
translational regulator (CDS_0028)
tail fiber assembly protein (CDS_0026)
anti-RM (API5136) (CDS_0029)
| | 30 | 36

IMGVR_UViG_3300007919_000016|3300007919|Ga0111558_100002|92143-129269: 16,373-25,627 (+)
translational regulator (CDS_0028)
anti-RM (APIS136) (CDS_0029)
30 31

|
i
|
|
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IMGVR_UViG_3300039383_000023|3300039383|Ga0169606_0115[14034-51353: 16,346-25,820 (+)

anti-RM (AP1S136) (CDS_0030)
28 29 31

%

GVR_UViG_3300006302_000101|3300006302|Ga0099621_100008|2-35897: 16,346-25,181 (+)
tail fiber assembly protein (CDS_0027)
tail collar fiber protein (CDS_0026) 32

=

|
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uvig_576902: 15,460-24,568 (+)
tail fiber assembly protein (CDS_0026)
tail protein (CDS_0025) 31  transposase (CDS_0032)

| N I N D B S S E—
uvig_115544:15,295-25,309 (+)
anti-RM (APIS136) (CDS_0032)
30
29T31 33 34 35 363738 39 40 41 anti-repressor Ant (CDS_0042)

SRS144542 al ct1517 vs1:16,493-32,327 (+)
head maturation protease (CDS_0036)

translational regulator (CDS_0028) terminase small subunit (CDS_0041) SDIC3_SDIC3C (CDS_0048)
anti-RM (AP1S136) (CDS_0029) DnaB-like replicative helicase (CDS_0034) terminase large subunit (CDS_0042)
SDIC3_SDIC3F (CDS 0031) major head protein (CDS_0035) 39
| 30 32 33 | | 37 38740 4344 45 46 47 5
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IMGVR _UViG_3300007120_000094|3300007120|Ga0102643_100025|18552-73673: 16,696-43,130 (+)
head maturation protease (CDS_0036)

DnaB-like replicative helicase (CDS_0034)  terminase small subunit (CDS_0041)

translational regulator (CDS_0028) ‘ HNH endonuclease (EDS_0040)
anti-RM (APIS136) (CDS_0029) head closure Hc1 (CDS_0038) SDIC3_SDIC3C (CDS_0048)
§DIC3_SDIC3F (CDS_0031) major head protein (CDS_0035) terminase large subunit (CDS_0042)
| 30 32 33 | | 37 39| 4344 45 46 47 5

IMGVR_UViG_3300008270_000067|3300008270|Ga0114159_100004[43520-98641: 16,696-43,130 (+)
head maturation protease (CDS_0035)

terminase small subunit (CDS_0040)
HNH endonuclease (CDS_0039)
translational regulator (CDS_0028) head closure He1 (CDS_0037) SDIC3_SDIC3C (CDS_0047)
anti-RM (APIS136) (CDS_0029) J terminase large subunit (CDS_0041)

SDIC3__SDIC3F (CDS_0031) portal protein (CDS_0036)

| 30 32 33 major head protein (CDS 0034) | 38 | 4243 44 45 46 5
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SRS143608_a1_ct1752_vs01: 16,696-42,892 (+)
10000 nt i

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other
I

transcription regulation
|

unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA
I




