
IMGVR_UViG_7000000119_000012|7000000119|SRS023964_Baylor_scaffold_29764: 30,210-40,326 (+)

47 transposase (CDS_0048) 49
transcriptional regulator (CDS_0050)

51 52

HTH DNA binding protein (CDS_0053)

54 55 56
PDC-S42_WP_165601015.1 (CDS_0057)

58 59
amidase (CDS_0060)

membrane protein (CDS_0061)

62 63 64

IMGVR_UViG_2648501358_000001|2648501358|2648523776|643016-678641: 25,762-35,075 (+)

40 42 43 44 45
PDC-S42_WP_165601015.1 (CDS_0046)

47 48

IMGVR_UViG_3300039383_000023|3300039383|Ga0169606_0115|14034-51353: 28,223-36,769 (+)

47 49 50 51

IMGVR_UViG_7000000474_000010|7000000474|SRS013825_Baylor_scaffold_1003: 23,922-30,521 (+)

38 39 40

uvig_115544: 26,688-36,467 (+)

46 47 48 49 50

SRS144542_a1_ct1517_vs1: 33,705-43,946 (+)

55 60 61 62 63 64 66

IMGVR_UViG_3300008130_000009|3300008130|Ga0114850_100394: 27,652-37,436 (+)

49
nucleoid associated protein (CDS_0050)

DS-1__DS-1B (CDS_0051)

IMGVR_UViG_3300008403_000042|3300008403|Ga0115182_100219: 22,876-32,674 (+)

39 43
nucleoid associated protein (CDS_0044)

DS-1__DS-1B (CDS_0045)

IMGVR_UViG_3300006302_000101|3300006302|Ga0099621_100008|2-35897: 26,125-35,342 (+)

HTH DNA binding protein (CDS_0045) 47 48 49

IMGVR_UViG_3300008618_000067|3300008618|Ga0111234_100024|1-34692: 23,875-34,141 (+)

35 40
HTH DNA binding protein (CDS_0041)

42 43 44 45
PDC-M18A_WP_076227160.1 (CDS_0046)

PDC-M18B_WP_183676903.1 (CDS_0047)

49

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


