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SRS144542_al1_ct1517_vs1:33,705-43,946 (+)

nucleoid associated protein (CDS_0050)
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IMGVR_UViG_3300006302_000101|3300006302|Ga0099621_100008|2-35897:26,125-35,342 (+)
PDC-M18B_WP_183676903.1 (CDS_0047)
HTH DNA binding protein (CDS_0041) PDC-M18A_WP_076227160.1 (CDS_0046)
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\MGVR UViG_3300008618 000067|3300008618|Ga0111234 100024[1-34692:23,875-34,141 (+)
4000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)
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