
IMGVR_UViG_3300007919_000001|3300007919|Ga0111558_100033: 38,030-51,100 (+)

53 54 55 56 57 58 59 60 61 62 63 64
endolysin (CDS_0065)

66 DNA polymerase (CDS_0067)
single strand annealing protein (CDS_0068)

69

IMGVR_UViG_7000000506_000008|7000000506|SRS021986_Baylor_scaffold_5932: 33,090-46,136 (+)

45 46 47 48 49

IMGVR_UViG_7000000164_000007|7000000164|SRS015374_WUGC_scaffold_819: 38,296-50,473 (+)

59 60 61 62 63

IMGVR_UViG_3300045988_069804|3300045988|Ga0495776_056582: 39,659-51,862 (+)

62 63 64 65 DNA polymerase (CDS_0068) DNA polymerase (CDS_0069) 72

SAMEA2738160_b1_ct2: 39,583-51,513 (+)

62 63 64 65

SRS149280_a1_ct15252_vs01: 38,410-50,287 (+)

57 58 59 60

IMGVR_UViG_3300007086_000005|3300007086|Ga0103278_100003: 39,329-51,780 (+)

59 60
61

62 63 64

SRS149770_a1_ct9076: 36,554-50,410 (+)

49 51 55 56 57 58 59 60

MGV-GENOME-0321464: 35,419-48,569 (+)

58 59 60 61 62 63

IMGVR_UViG_3300006214_000001|3300006214|Ga0099388_100003: 33,115-45,565 (+)

44 45 46 47 48 endonuclease

IMGVR_UViG_3300008153_000021|3300008153|Ga0114320_1000094: 36,369-49,319 (+)

55 56 57 58 59

IMGVR_UViG_3300045988_054037|3300045988|Ga0495776_016560: 39,085-51,521 (+)

59 60 61 62 63 66

IMGVR_UViG_3300045988_065185|3300045988|Ga0495776_056507: 39,123-51,504 (+)

58 59 60 61 62

SRS146773_a1_ct15562: 37,047-49,464 (+)

58 59 60 61

IMGVR_UViG_3300007500_000001|3300007500|Ga0104983_100249: 36,833-48,617 (+)

59 60 61

MGV-GENOME-0322611: 36,366-49,173 (+)

55 56 57 58 59 60 61

IMGVR_UViG_3300045988_065224|3300045988|Ga0495776_005083: 36,366-49,173 (+)

55 56 57 58 59 60 61

5000 nt

DNA, RNA and nucleotide metabolism lysis unknown function


